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Abstract 

Background: Radiation‑induced lung toxicity (RILT) is a severe complication of radiotherapy in patients with thoracic 
tumors. Through proteomics, we have previously identified vitronectin (VTN) as a potential biomarker for patients 
with lung toxicity of grade ≥ 2 radiation. Herein, we explored the molecular mechanism of VTN in the process of RILT.

Methods: In this study, lentivirus encoding for VTN and VTN‑specific siRNA were constructed and transfected into 
the cultured fibroblasts and C57BL mice. Real‑time PCR, western blot and ELISA were used to examine expression 
of collagens and several potential proteins involved in lung fibrosis. Hematoxylin–eosin and immunohistochemical 
staining were used to assess the fibrosis scores of lung tissue from mice received irradiation.

Results: The expression of VTN was up‑regulated by irradiation. The change trend of collagens, TGF‑β expression and 
p‑ERK, p‑AKT, and p‑JNK expression levels were positively related with VTN mRNA level. Furthermore, overexpression 
of VTN significantly increased the expression level of α‑SMA, as well as the degree of lung fibrosis in mice at 8 and 
12 weeks post‑irradiation. By contrast, siRNA VTN induced opposite results both in vitro and in vivo.

Conclusions: VTN played a positive role in the lung fibrosis of RILT, possibly through modulation of fibrosis regulatory 
pathways and up‑regulating the expression levels of fibrosis‑related genes. Taken together, all the results suggested 
that VTN had a novel therapeutic potential for the treatment of RILT.
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Background
Radiation therapy acts as an effective treatment for tho-
racic malignant tumor [1, 2]. High radiation dosage could 
contribute to local tumor control and high survival rate 
[3]. However, along with the increased radiation dose, the 
severity of radiation-induced lung injury increased and 
ultimately resulted in lung fibrosis [4–6]. RILT, as one 
of the common complications caused by radiotherapy 
for thoracic tumors, may lead to a progressive and irre-
versible damage to the pulmonary function of patients, 
and even to death. Accumulating evidences suggested 
that RILT is mainly caused by the persistent inflamma-
tion after initial injury, which leads to an excessive repair 

process, characterized by secretion of vast inflammatory 
factors, cytokines and chemokines, causing accumulation 
of extracellular components, including hyaluronic acid, 
fibronectin, proteoglycans, and collagens [7, 8]. However, 
the specific signaling pathways and genes regulated in 
this process have not been illuminated clearly. Therefore, 
it is of great importance to explore the underlying mech-
anisms of radiation induced lung fibrosis and to develop 
new treatment strategies for RILT.

Our previous studies screened out some proteins 
of predictive value on RILT by analyzing the patients’ 
plasma proteins before and after receiving radiation 
therapy through proteomic. By comparing non-small 
cell lung cancer patients, who had developed a grade 
≥ 2 radiation-induced lung toxicity (RILT) after receiv-
ing radiotherapy, with those who did not receive radio-
therapy, higher expression level of vitronectin (VTN) was 
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found in the plasma (p = 0.02) [9]. Therefore, we inferred 
that the up-regulated basal expression of VTN may be 
related to RILT.

VTN, also known as S-protein, a kind of glycoprotein 
found in the extracellular matrix of diverse tissues and 
circular blood, is implicated in diverse cellular processes 
including cell spreading, cell adhesion and cell migra-
tion [10–12]. It also has been reported that high expres-
sion levels of VTN were detected in breath condensates 
exhaled from patients with interstitial pneumonia [13]. 
Furthermore, the expression level of VTN was also 
found to be up-regulated in patients with asthma and 
cirrhotic liver [14, 15]. Even more importantly, Courey 
et  al. observed that the VTN-binding function of PAI-1 
exacerbated lung fibrotic processes [16] and a recent 
proteomic study also revealed VTN could be as an early 
molecular signature of liver fibrosis in hepatitis C suffer-
ers [17]. In a word, all these studies suggested that there 
is an essential linkage between VTN and lung fibrosis. 
However, the effects and mechanisms of the role played 
by VTN in lung fibrosis are still unknown.

PI3K, AKT1, ERK1 and JNK were reported to be the 
downstream signals of TGF-β, which could result in 
human lung parenchymal fibrosis through increased 
expression in a variety of lung tissues and cellular sources 
including macrophage and epithelial cells. The PI3K/
AKT pathway is an intracellular signaling pathway play-
ing important role in regulating the cell cycle. Therefore, 
it is directly related to cellular quiescence, proliferation, 
cancer, and longevity. It has been reported that PI3K/
AKT, as upstream of ER stress, could affect lung fibro-
blast proliferation, resulting in bleomycin-induced 
pulmonary fibrosis [18]. Inhibition of Extracellular 
signal-regulated kinase (ERK) was also reported as the 
improvement of histopathologic changes for lung fibro-
sis in the lung tissues extracted from bleomycin-induced 
mice [19]. Besides, the c-Jun N-terminal kinase (JNK) 
pathway is activated by multiple cytokines and exposure 
to environmental stress. Its inhibition was also reported 
to be capable of reducing lung remodeling and pulmo-
nary fibrotic systemic markers [20]. Taken together, we 
hypothesized that PI3K/AKT, ERK and JNK may all be 
related with lung fibrosis of RILT.

Bearing all these in mind, in this study, we irradi-
ated lung fibroblasts with different doses to observe the 
expression changes of VTN and collagens, and to choose 
optimal experimental condition for constructing RILT 
cell models. VTN overexpression or knockdown lentivi-
rus vectors were constructed for further researches both 
in  vitro and in  vivo. The experimental results suggested 
that overexpression of VTN promoted the expression 
of collagen I, collagen III, hydroxyproline, α-SMA and 
TGF-β in  vivo, which further activated the regulatory 

pathways of lung fibrosis, and eventually aggravated 
RILT. In a word, this study verified that VTN may be a 
novel therapeutic target for patients with RILT.

Methods
Cell culture
The human fibroblasts WI-38 and IMR-90 cell lines 
were purchased from American type culture collec-
tion (ATCC), and cultured at 37  °C in a humidified 
atmosphere containing 5% carbon dioxide with F-12K 
(Hyclone, Beijing, China) supplemented with 20% FBS 
(Gibco, Invitrogen, Carlsbad, CA, USA).

Irradiation
The human fibroblasts WI-38 and IMR-90 cells were irra-
diated with 137Cs at the doses of 0  Gy (control), 4, 6, 8, 
10 and 12 Gy respectively. Dose rate was 77 cGy/min and 
SSD was 10 cm.

Western blotting
According to standard procedures of western blot-
ting, the protein samples extracted from the fibroblasts 
WI-38 and IMR-90 cells after receiving irradiation which 
were separated by 10% SDS-PAGE and then transferred 
to PVDF membranes (Millipore, Billerica, MA). After 
blocking with 5% non-fat milk in TBST for 1 h at room 
temperature, these membranes were incubated with 
the following primary antibodies (1:1000) at 4  °C over-
night: anti-VTN monoclonal antibody (mAb) (Abcam, 
Cambridge, MA, US), anti-collagen I mAb (Abcam, 
Cambridge, MA, US), anti-collagen III mAb (Abcam, 
Cambridge, MA, US), anti-α-SMA mAb (CST, Beverly, 
MA, USA), anti-TGF-β mAb (Biolegend, San Diego, CA, 
USA), anti-p-ERK mAb (Santa, Santa Cruz, CA, USA), 
anti-ERK mAb (Pierce, Cruz, CA, USA), anti-p-AKT 
mAb (CST, Beverly, MA, USA), anti-AKT mAb (CST, 
Beverly, MA, USA), anti-p-JNK mAb (CST, Beverly, MA, 
USA), anti-JNK mAb (CST, Beverly, MA, USA), anti-
GAPDH mAb (Sigma-Aldrich, St. Louis, MO, USA) and 
anti-β-actin mAb (Bioworld Technology, Inc. St. Louis, 
MO, USA). After washing three times with TBST, the 
membranes were incubated with secondary antibodies 
conjugated with HRP (1:10,000) for 1  h at room tem-
perature. At last, these membranes were visualized using 
enhanced chemiluminescence reagents (Pierce, Cruz, 
CA, USA) according to the manufacturer’s instructions.

ELISA
The protein levels of VTN, collagen I, collagen III, 
Hydroxyproline and α-SMA in WI-38 and IMR-90 cells 
after receiving irradiation were detected with TMB 
enzyme-linked immunosorbent assay (ELISA) kit (Inv-
itrogen, GIBCO, Carlsbad, CA, USA) according to the 
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manufacturer’s instructions. The absorbance was meas-
ured by a microplate reader (Bio-Rad, Hercules, CA, 
USA).

RNA extraction and quantitative real‑time PCR
Total RNA from cultured WI-38 and IMR-90 cells or tis-
sue samples after received irradiation was extracted by 
using RNA-Trizol reagent (Invitrogen, Gibco, Carlsbad, 
CA, USA), and reversely transcribed into cDNA using 
extraction kit (Amresco, Solon, HO, USA). Primers for 
quantitative RT-PCR (qRT-PCR) were listed in Addi-
tional file  1: Table  S1. PCR process and data collection 
were performed on the 7900HT Fast Real-Time PCR sys-
tem (Applied Biosystem, Carlsbad, CA, USA) according 
to the manufacturer’s protocol and GAPDH was used as 
the reference gene.

Vector construction, lentivirus production 
and transduction
The cDNA sequence of VTN was amplified from pGEM-
VTN and constructed into the vector pCDH to gener-
ate pCDH-VTN. The vector pCDH-VTN went through 
initial bacterial colony, PCR filtering, doubled digestion 
and gene sequencing assessment, and then was used to 
prepare lentivirus by co-transfecting into 293T cells with 
liposome. Three siRNA sequences targeted at VTN were 
designed by RNAi designer, and synthesized as follows 
in Additional file 1: Table S2. The siRNA sequences were 
inserted into PLVX vector to generate PLVX-si-RNA-
VTN. A mixture of pGEM-VTN or PLVX-si-RNA-VTN, 
psPAX2 and pMDG2 were co-transfected into 293T cells 
using lipofectamine 2000 reagent to produce lentivirus. 
WI-38 cells were infected with the recombinant lentivi-
rus-transducing units and 8 μg/mL polybrene (Sigma, St. 
Louis, MO, USA).

In vivo study
This study was approved by the Ethic Committee of 
Shanghai Chest Hospital, Shanghai Jiao Tong University 
(050432-4-1008A) and all the experiment procedures 
involved in animals were conducted according to the 
Guideline of Animal Care and Use Committee of Shang-
hai Chest Hospital, Shanghai Jiao Tong University. Sixty 
male C57 black 6 (C57 BL/6) mice with 3  months old 
which were purchased from the Shanghai Model Organ-
isms Center, Inc., (Shanghai, China) were randomly 
divided into 5 groups, including normal group (for the 
mice without irradiation), model group (for the mice 
with irradiation only), sc-RNA group (for the mice with 
empty virus with irradiation), OE-VTN group (for the 
mice infected with VTN-overexpressing lentivirus with 
irradiation) and the siRNA group (for the mice infected 
with VTN-si-RNA lentivirus with irradiation). Saline 

(for model group), empty lentivirus (the vacant group 
as negative control). VTN-overexpressing lentivirus (for 
the OE-VTN group) and VTN-si-RNA lentivirus (for the 
siRNA group) were given to C57 BL/6 mice (12-week-old 
C57 BL/6, male, 12 mice/group, 1 × 107 TU/mL) via tail 
vein injection, respectively. After transfected for 48 h, the 
mice in the 4 irradiation groups received a single dose 
of 12  Gy irradiation at the whole semi-thorax by using 
6 MeV linear accelerator (ClinaciX, Varian), once only a 
mouse could receive irradiation. SSD was 100  cm, dose 
rate was 600 cGy/min, and irradiation length was 1 cm. 
After 8 or 12 weeks of irradiation, mice were sacrificed. 
Their lungs were obtained surgically and then subjected 
to hematoxylin and eosin (H&E) staining. The levels of 
hydroxyproline were evaluated by alkaline hydrolysed 
sample assay according to protocol.

Immunohistochemical staining and fibrosis score
Immunohistochemical staining was operated according 
to standard procedures. In brief, the lung tissues from 
all sacrificed rats were firstly fixed with 4% polyformal-
dehyde (PFA). Then they were produced into 3.5 μm sec-
tions, respectively. Tissue slides were incubated at 4  °C 
overnight with anti-VTN mAb (1:50) (Abcam, Cam-
bridge, MA, US), anti-collagen I mAb (1:50) (Abcam, 
Cambridge, MA, US). Lastly, these sections were 
observed under a microscope and five random fields were 
chosen to evaluate the fibrosis score. Scores were meas-
ured by the cell cytoplasm staining patterns of the lung 
tissues as described: score 0, absent staining; score 1, 
light yellow staining; score 2, light brown staining; score 
3, dark brown staining. Fibrosis scores were analyzed by 
two senior and experienced pathologists in single-blind 
review and evaluated the pathological changes according 
to the method proposed by Phillips et al. [21].

Statistical analysis
All experiments were repeated at least three times in this 
study. The statistical analysis was performed by using 
GraphPad Prism 5 software (GraphPad Software, Inc., La 
Jolla, CA, USA). All data were shown as mean ± standard 
deviation (SD) unless otherwise noted. The main statis-
tical methods were t-test and one-way ANOVA. p < 0.05 
was considered as statistically significant.

Results
Expression level of VTN increased in fibroblasts 
after received irradiation
In order to investigate the change in the expression of 
VTN under irradiation, ELISA assay was undertaken at 6, 
12, 24, 36, 48, 60 h after exposure to 0, 4, 6, 8, 10, or 12 Gy 
of irradiation in WI-38 and IMR-90 cells to detect the 
secretion level of VTN (Fig. 1a, b). The results exhibited 
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Fig. 1 Expression level of VTN increased in irradiated WI‑38 and IMR‑90 cell lines. a, b The protein expression levels of VTN at different time after 
irradiated with different doses in WI‑38 (a) and IMR‑90 cell lines (b) were analyzed by ELISA, n = 3, *p < 0.05 vs 0 Gy group. c, d The mRNA expression 
levels of VTN, collagen I and III at different time points after 8 Gy irradiation in WI‑38 (c) and IMR‑90 cell lines (d) were analyzed by quantitative 
RT‑PCR, n = 3, *p < 0.05 vs 0 h in post‑irradiation group. e, f The protein expression levels of VTN, collagen I and III at different time points after 8 Gy 
irradiation in WI‑38 (e) and IMR‑90 cell lines (f) were analyzed by western blot analysis, β‑actin was used to confirm the equal amount of proteins 
loaded in each lane. The experiments described above were repeated three times at least, and their final data was expressed as mean ± SD
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that, it needed 12  h of irradiation with at least dose 
of 6  Gy for WI-38 cells (p < 0.05) to present increased 
VTN expression, and IMR-90 cells (p < 0.05) needed at 
least 8 Gy dose in the same duration for increased VTN 
expression. In fact, the expression levels of VTN protein 
reached the highest value after irradiation with 8 Gy for 
48 h in both cell lines.

Furthermore, the mRNA and protein expression levels 
of VTN, collagen I, and collagen III in post-irradiation 
WI-38 and IMR-90 cells after being treated with 8  Gy 
dose of irradiation were detected by using quantitative 
RT-PCR and western blotting, respectively (Fig.  1c–f). 
The results showed that mRNA expression levels of col-
lagen I and collagen III, which were consistent with the 
VTN mRNA level, increased with irradiation exposure 
time and reached the peak at 48 h post-irradiation both 
in WI-38 and IMR-90 cells (Fig.  1c, d). A similar ten-
dency was revealed in the results of western blot analysis: 
protein expression levels of VTN, collagen I and collagen 
III significantly increased with prolonged irradiation time 
and all the maximal protein expression levels appeared at 
48  h post-irradiation (Fig.  1e, f ). Pearson analysis (data 
not shown) showed a positive correlation between pro-
tein expression level of VTN and collagen I and III in 
both WI-38 (r = 0.79, 0.70, respectively; p < 0.01) and 
IMR-90 cells (r = 0.45, 0.40, respectively; p < 0.05). Con-
sidering the changes in protein expression of VTN, col-
lagen I and collagen III induced by irradiation were more 
obvious in WI-38 cells than that in IMR-90 cells, WI-38 
cells were chosen to be treated with irradiation dose of 
8 Gy for 48 h as the optimum cell-irradiation condition 
for our subsequent experiments.

VTN activated fibrosis regulatory pathways in WI‑38 cells
VTN-overexpressed lentivirus and VTN-si-RNA lentivi-
rus were established and transfected into WI-38 cells to 
construct VTN-overexpressed (OE-VTN) cells and VTN 
knockdown cells (si-RNA group). WI-38 cells transfected 
with non-targeting siRNA (si-NC group) were used as 
control for si-RNA group, while the mock-vehicle trans-
fected WI-38 cells were applied as the negative control 

groups for OE-VTN group. VTN overexpressed and si-
RNA lentivirus vectors were successfully constructed and 
verified through qRT-PCR and western blot (Fig. 2a–d). 
Among the 3 lentivirus vectors designed to interfere 
with VTN expression, the si-RNA3 had the most effec-
tive inhibitory effect on VTN expression in mRNA level 
compared with si-NC, and was chosen for subsequent 
construction of VTN silencing cell models. ELISA and 
western blot analysis were adopted to explore the pro-
tein expression levels of VTN, collagen I and III in WI-38 
cells in each group at 48 h post-irradiation with 8 Gy. As 
shown in Fig. 2e–h, in OE-VTN cells, the protein expres-
sion levels of VTN were significantly higher than that in 
the normal and negative control group (p < 0.001). On the 
contrary, in si-RNA cells, the expression levels of VTN 
were significantly declined compared with the negative 
control group. Similarly, the protein expression levels of 
collagen I and III were significantly up-regulated in OE-
VTN cells (p < 0.001 vs negative control), and protein 
expression level of collagen I was significantly down-
regulated (p < 0.01 vs negative control) in si-RNA cells, 
whereas collagen III did not.

Many articles have reported that PI3K/AKT, ERK and 
JNK signaling pathway were involved in the TGF-β1-
induced lung fibrosis, and the phosphorylation form of 
them could act as the key fibrosis regulators [22–26]. 
Therefore, for further researches, we tested phosphoryla-
tion levels of fibrosis regulators, including AKT1, ERK1 
and JNK, and utilized western blot analysis to detect 
the levels of phosphorylated and non-phosphorylated 
proteins, respectively. Results revealed that the levels of 
p-AKT and p-ERK were increased (p < 0.05) while the 
expression level of p-JNK remained almost unchanged 
and there is no significant change in levels of non-phos-
phorylated ERK, AKT and JNK compared with control. 
Conversely, knockdown of VTN decreased the levels of 
p-AKT, p-ERK, and p-JNK (Fig.  3b). These results indi-
cated that VTN could activate the fibrosis process 
through activating ERK, AKT and JNK signal pathway 
in vitro.

(See figure on next page.)
Fig. 2 VTN regulated the expression levels of collagen I and III. a The transfection efficiency of si‑RNA 1 (targeted VTN), si‑RNA 2 (targeted VTN) 
and si‑RNA 3 (targeted VTN) were analyzed by quantitative RT‑PCR, n = 3, ***p < 0.001 vs the si‑NC (the control siRNA to the siRNA targeted VTN) 
group. b The relative mRNA expression levels of VTN in control group and OE‑VTN group were analyzed by quantitative RT‑PCR, n = 3, ***p < 0.001 
vs control. c The protein expression level of VTN in the si‑NC group, si‑RNA groups was analyzed by western blot analysis. d The protein expression 
level of VTN in control group and OE‑VTN group were analyzed by western blot analysis. e The concentrations of VTN in each group were analyzed 
by ELISA, n = 3, *p < 0.05, ***p < 0.001 vs the normal group. f The concentrations of collagen I in each group were analyzed by ELISA, n = 3, 
***p < 0.001 vs the normal group. g The concentrations of collagen III in each group were analyzed by ELISA, n = 3, ***p < 0.001 vs the normal group. 
h The protein expression levels of VTN, collagen I and III in different groups were analyzed by western blot analysis. β‑actin was used to confirm 
the equal amount of proteins loaded in each lane. The experiments described above were repeated three times at least, and their final data was 
expressed as mean ± SD
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VTN regulated the expression levels of fibrosis‑related 
genes in vivo
To investigate effects of different expression levels of 
VTN on RILT process in  vivo, VTN overexpression 
(OE-VTN group, n = 12) and VTN knockdown (si-VTN 
group, n = 12) mice models were constructed via tail 
vein injection of VTN overexpressed and interfering 
lentivirus, the mice injected with empty lentivirus and 
the same dosage of saline were used as negative con-
trol (sc-RNA group, n = 12) and normal group (n = 12), 
respectively. 48  h after transfection, all the mice in 4 
groups were exposed to a single irradiation in a dose of 
8  Gy to induce RILT. Meanwhile, mice without irradia-
tion treatment were used as normal group (n = 12). The 
expression levels of VTN, collagen I, and collagen III in 
the lung tissues of all mice were demonstrated in Fig. 4. 
8 and 12  weeks after irradiation, 6 mice in each group 
were sacrificed, and their lung tissues were collected for 
further detection. The mRNA and protein levels of VTN, 
collagen I and III were increased in the lung tissue from 
mice in irradiation groups compared with that in normal 

group (p < 0.05). Compared with the sc-RNA group, the 
mRNA and protein levels of VTN, collagen I and III were 
significantly up-regulated in the OE-VTN group (VTN: 
p < 0.001; collagen I: p < 0.01; collagen III: p < 0.05), which 
were significantly decreased in si-RNA group (VTN: 
p < 0.001; collagen I: p < 0.05; collagen III: p < 0.05), except 
for the mRNA level of collagen I (p > 0.05). Besides, there 
was no significant difference in the expression patterns of 
target factors between 8 and 12  weeks post-irradiation. 
Consistently, immunohistochemical staining results also 
confirmed the changes in the level of Collagen I in VTN-
overexpressed mice (Fig. 4i). Western blot analysis results 
further verified that VTN induced up-regulation of col-
lagen I, collagen III, and α-SMA (Fig. 4j).

Hydroxyproline is one of the specific amino acids in the 
collagen and α-SMA is considered as the biomarker in 
the activation of fibroblasts. Herein, we found that VTN 
could also affect the expression levels of hydroxyproline 
and α-SMA (Fig. 4d, h).

Fig. 3 VTN regulated the activation of fibrosis regulatory signal. The protein expression levels of the fibrosis regulatory proteins in the WI‑38 cells 
from different groups were analyzed by western blot analysis, β‑actin was used to confirm the equal amount of proteins loaded in each lane. The 
experiments described above were repeated three times at least, and their final data was expressed as mean ± SD

(See figure on next page.)
Fig. 4 VTN modulated the expression level of fibrosis members in vivo. a–c The relative mRNA expression levels of VTN (a), collagen I (b), collagen 
III (c) and α‑SMA (d) in the lung tissues of mice from different groups were analyzed via qRT‑PCR, n = 6, *p < 0.05, **p < 0.01, ***p < 0.001 vs the 
sc‑RNA group (n = 6 mice/group). e–h The protein concentrations of VTN (e), Collagen I (f), Collagen III (g), and Hydroxyproline (h) in the lung 
tissues of mice from different groups were analyzed by ELISA, n = 6, *p < 0.05, **p < 0.01, ***p < 0.001 vs the sc‑RNA group (n = 6 mice/group). i The 
immunohistochemical staining for VTN and collagen I in the lung tissue of mice from different groups; the staining results were imaged in presence 
of red (VTN), green (collagen I) and blue (nuclei). j The protein expression levels of collagen I, collagen III, VTN, and α‑SMA in lung tissue of mice 
from different groups were analyzed by western blot analysis, GAPDH was used to confirm the equal amount of proteins loaded in each lane. The 
experiments described above were repeated three times at least, and their final data was expressed as mean ± SD
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VTN exacerbated fibrotic process in mouse lung
With H&E staining, it could be observed that after irra-
diation for 8 and 12 weeks, some symptoms of RILT that 
alveolar walls were thickened, alveolar spaces became 
narrow and parts of the alveolar walls were damaged 
occurred. In addition, the development and severity of 
these pathological changes in morphology were aggra-
vated by VTN overexpression in  vivo. By contrast, the 
process was slower and less severe in the si-VTN group 
compared with model group (Fig. 5c). The immunohisto-
chemistry of VTN was demonstrated in Fig. 5d. Through 
microscopical observation, the degrees of pulmonary 

fibrosis in 5 groups were demonstrated in Fig.  5b (the 
normal group scored 0). Significantly higher fibrosis 
extent in OE-VTN group (p < 0.05) and obviously lower 
fibrosis level in si-RNA group (p < 0.05) were found, when 
compared with sc-RNA. These results suggested that 
VTN could exacerbate fibrotic process in mice lung after 
irradiation.

Discussion
VTN is a type of secreted proteins, which exists in 
serum and tissues with two kinds of types, namely single 
chain or double chains. Accumulating evidences clearly 

Fig. 5 VTN aggravated pulmonary fibrosis. The mice (n = 6 mice/group) in each group were treated with irradiation of 12 Gy for 8 or 12 weeks. 
Then, the mice in the four irradiated groups and the normal group were sacrificed for the following researches. a Irradiation apparatus for the mice. 
b Lung fibrosis scores (the normal group scored 0) are shown as arbitrary units. c Effect of VTN on lung inflammation and injury was analyzed by 
hematoxylin and eosin (H&E) staining, image magnification: ×200. d The expression pattern of VTN in irradiation‑stimulated mice was analyzed by 
immunohistochemistry, image magnification: ×200. The experiments described above were repeated three times at least, and their final data was 
expressed as mean ± SD
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indicated that VTN is closely involved in blood coagula-
tion, fibrinolysis, complement activation, cell adhesion 
and migration [10–12]. Carpagnano et  al. reported the 
increased expression of VTN in the exhaling gas con-
densate of patients with interstitial lung disease [13]. 
Moreover, Courey et  al. reported that the combination 
of VTN and PAI-1 could aggravate pulmonary fibrosis. 
All the above results suggested the involvement of VTN 
in pulmonary fibrosis [16]. Other researchers have also 
demonstrated higher expression level of VTN in fibrosis 
tissues [14, 17, 27], this indicates that VTN might involve 
in the fibrotic process, while the underlying mechanisms 
remain unknown. Moreover, the research of the relation-
ship between VTN and RILT is still rarely reported. Our 
previous works showed that elevated basal expression of 
VTN was related to RILT [9], indicating that VTN might 
play an important role in the process of RILT.

Pulmonary fibrosis is a late stage of the RILT, and is 
diagnosed with excessive fibroblast proliferation, collagen 
and extracellular matrix (ECM) deposition. Fibroblast 
is the key effector cells in pulmonary fibrosis, once the 
process was activated, they would transform into myofi-
broblasts to express α-SMA as typical characteristic and 
secrete ECM components such as collagens and fibronec-
tins [8], which are the major contributors of pulmonary 
fibrosis. The in vitro experiment in current study revealed 
increased protein and mRNA expression levels of VTN 
in the fibroblasts after irradiation, and there was a posi-
tive correlation between the expression level of VTN and 
collagen I and collagen III. Masaharu et al. revealed that 
VTN had potential protection roles in human umbilical 
vein endothelial cell after radiation injury, but they have 
not detected the high expression of VTN in cells before 
and after radiation [28]. The VTN receptor, integrins  aνb5 
and  aνb3, were also found to be up-regulated in malig-
nant glioma cells after photon radiation [29]. The present 
study firstly demonstrated the high expression of VTN in 
the fibroblasts after irradiation. Previous researches have 
showed that there existed interaction between VTN and 
collagen, which could be affected by aggregation of col-
lagen and the multimerization of VTN [30]. Herein, we 
found that the expression of VTN was positively corre-
lated with collagens’ expression and VTN had regulation 
effects on collagens.

Our further study revealed that expression of VTN 
could not only mediate the regulation of collagens, but 
also increase expression levels of TGF-β, and phospho-
rylation levels of ERK, AKT, and JNK. TGF-β, a kind of 
chemotactic factor secreted by fibroblast, myofibro-
blast, and macrophage, is a potent paracrine mediator 
of myofibroblast differentiation and contributes to the 
development of pulmonary fibrosis after the expansion 
of lung myofibroblasts [31–33]. To be exact, TGF-β was 

considered as a vital cause for radiation-induced fibrosis, 
as its high expression in the impaired skin and muscular 
fibrotic tissues [34]. Suppressing the expression of TGF-β 
was also reported to alleviate radiation induced muscular 
fibrosis [35]. Of note, it has been proved that VTN could 
interact with various growth factors, including TGF-β 
[31, 36, 37]. Additionally, up-regulation of α-SMA expres-
sion and increase of collagen gel contraction induced by 
TGF-β are VTN dependent [38, 39]. However, this study 
demonstrated that expression of VTN can regulate the 
TGF-β to some extent.

PI3K, AKT1, ERK1 and JNK had been reported to be 
the downstream signals of TGF-β. An ex vivo study found 
that inhibiting PI3K/Akt was able to block cell prolifera-
tion, increase of α-SMA expression and collagen pro-
duction induced by TGF-β, which demonstrated the 
dominant roles of the PI3K/Akt pathway in the prolifera-
tion and differentiation process of lung fibroblast [40]. In 
addition, Caraci et al. demonstrated that TGF-β1 induced 
α-SMA expression and collagen production in human 
lung fibroblasts via ERK1/2 pathway activation, GSK-3β 
inhibition, and nuclear β-catenin translocation [41]. 
Utsugi et  al. [42] suggested that TGF-β1-induced con-
nective tissue growth factor (CTGF) mRNA expression 
was mediated through the JNK-dependent pathway [39]. 
Our current study showed that increased VTN promoted 
the phosphorylated levels of ERK, AKT and JNK, which 
indicated that VTN overexpression activated the fibrosis 
regulatory pathway dominated by TGF-β to further pro-
mote the production of collagens. In the in vivo study, the 
mice infected with VTN-overexpressed lentivirus exhib-
ited enhanced TGF-β1 production which coupled with 
increased expression of α-SMA. In contrast, the mice 
infected with VTN-si-NRA lentivirus decreased TGF-β1 
and suppressed transcription of α-SMA. These results, 
together with the data mentioned above, suggested that 
VTN might promote the differentiation of lung fibro-
blasts to form a myofibroblast phenotype through up-
regulation expression of TGF-β1 and increasing the 
transcription of α-SMA.

Conclusions
In conclusion, our study showed that VTN played an 
important role in RILT via up-regulating the expression 
of collagen, activating the fibrosis regulatory pathway to 
promote lung fibrosis. These findings identified a novel 
mechanism that contributes to lung fibrosis and suggested 
that VTN can be a promising therapeutic target for RILT.

Additional file

Additional file 1: Table S1. Primer sequences for quantitative RT‑PCR. 
Table S2. Primer sequences for construction of VTN‑overexpressed and 
VTN‑interfering vectors.

https://doi.org/10.1186/s12967-018-1474-y


Page 11 of 12Shen et al. J Transl Med  (2018) 16:100 

Abbreviations
RILT: radiation‑induced lung toxicity; VTN: vitronectin; RILT: radiation‑induced 
lung toxicity; ATCC : American type culture collection; mAb: monoclonal 
antibody; qRT‑PCR: quantitative RT‑PCR; H&E: hematoxylin and eosin; PFA: 
polyformaldehyde; SD: standard deviation; ECM: extracellular matrix; CTGF: 
connective tissue growth factor.

Authors’ contributions
Conceived and designed the experiments: STL, CXW. Performed the experi‑
ments: STL, CXW, ZQ, FW, YW, FXL. Analyzed the data: STL, CXW, ZQ, FW, YW. 
Contributed reagents, materials, and analysis tools: STL, CXW, ZQ, FW, YW, FXL. 
Wrote and edited the paper: STL, CXW, ZQ, FW, YW, FXL. All authors read and 
approved the final manuscript.

Author details
1 Department of Radiation Oncology, Shanghai Chest Hospital, Shanghai Jiao 
Tong University, 241 Huai Hai West Road, Shanghai 200030, China. 2 Depart‑
ment of Radiation Oncology, Shanghai Cancer Center, Fudan University, 
Shanghai 200032, China. 

Acknowledgements
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Availability of data and materials
All data generated or analyzed during this study are included in this published 
article.

Consent for publication
Not applicable.

Ethics approval and consent to participate
Not applicable.

Funding
This study was supported by the National Natural Science Foundation of 
China (No. 81000993).

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.

Received: 24 January 2018   Accepted: 5 April 2018

References
 1. Koshy M, Malik R, Weichselbaum RR, Sher DJ. Increasing radiation therapy 

dose is associated with improved survival in patients undergoing stereo‑
tactic body radiation therapy for stage I non‑small‑cell lung cancer. Int J 
Radiat Oncol Biol Phys. 2015;91:344–50.

 2. Moran MS. Radiation therapy in the locoregional treatment of triple‑
negative breast cancer. Lancet Oncol. 2015;16:e113–22.

 3. Hoffmann AL, Troost EG, Huizenga H, Kaanders JH, Bussink J. Individual‑
ized dose prescription for hypofractionation in advanced non‑small‑cell 
lung cancer radiotherapy: an in silico trial. Int J Radiat Oncol Biol Phys. 
2012;83:1596–602.

 4. Marks LB, Bentzen SM, Deasy JO, Kong FM, Bradley JD, Vogelius IS, et al. 
Radiation dose‑volume effects in the lung. Int J Radiat Oncol Biol Phys. 
2010;76:S70–6.

 5. Tucker SL, Jin H, Wei X, Wang S, Martel MK, Komaki R, et al. Impact of tox‑
icity grade and scoring system on the relationship between mean lung 
dose and risk of radiation pneumonitis in a large cohort of patients with 
non‑small cell lung cancer. Int J Radiat Oncol Biol Phys. 2010;77:691–8.

 6. Cella L, D’Avino V, Palma G, Conson M, Liuzzi R, Picardi M, et al. Modeling 
the risk of radiation‑induced lung fibrosis: irradiated heart tissue is as 
important as irradiated lung. Radiother Oncol. 2015;117:36–43.

 7. Graves PR, Siddiqui F, Anscher MS, Movsas B. Radiation pulmonary 
toxicity: from mechanisms to management. Semin Radiat Oncol. 
2010;20:201–7.

 8. Wynn TA. Integrating mechanisms of pulmonary fibrosis. J Exp Med. 
2011;208:1339–50.

 9. Cai XW, Shedden KA, Yuan SH, Davis MA, Xu LY, Xie CY, et al. Baseline 
plasma proteomic analysis to identify biomarkers that predict radiation‑
induced lung toxicity in patients receiving radiation for non‑small cell 
lung cancer. J Thorac Oncol. 2011;6:1073–8.

 10. Naik MU, Naik UP. Junctional adhesion molecule‑A‑induced endothelial 
cell migration on vitronectin is integrin alpha v beta 3 specific. J Cell Sci. 
2006;119:490–9.

 11. Madsen CD, Sidenius N. The interaction between urokinase receptor and 
vitronectin in cell adhesion and signalling. Eur J Cell Biol. 2008;87:617–29.

 12. Preissner KT, Reuning U. Vitronectin in vascular context: facets of a multi‑
talented matricellular protein. Semin Thromb Hemost. 2011;37:408–24.

 13. Carpagnano GE, Kharitonov SA, Wells AU, Pantelidis P, Du Bois RM, Barnes 
PJ. Increased vitronectin and endothelin‑1 in the breath condensate of 
patients with fibrosing lung disease. Respiration. 2003;70:154–60.

 14. Koukoulis GK, Shen J, Virtanen I, Gould VE. Vitronectin in the cirrhotic liver: 
an immunomarker of mature fibrosis. Hum Pathol. 2001;32:1356–62.

 15. Salazar‑Pelaez LM, Abraham T, Herrera AM, Correa MA, Ortega JE, 
Pare PD, Seow CY. Vitronectin expression in the airways of subjects 
with asthma and chronic obstructive pulmonary disease. PLoS ONE. 
2015;10:e0119717.

 16. Courey AJ, Horowitz JC, Kim KK, Koh TJ, Novak ML, Subbotina N, et al. The 
vitronectin‑binding function of PAI‑1 exacerbates lung fibrosis in mice. 
Blood. 2011;118:2313–21.

 17. Montaldo C, Mattei S, Baiocchini A, Rotiroti N, Del Nonno F, Pucillo LP, 
et al. Spike‑in SILAC proteomic approach reveals the vitronectin as an 
early molecular signature of liver fibrosis in hepatitis C infections with 
hepatic iron overload. Proteomics. 2014;14:1107–15.

 18. Hsu HS, Liu CC, Lin JH. Involvement of ER stress, PI3K/AKT activation, and 
lung fibroblast proliferation in bleomycin‑induced pulmonary fibrosis. Sci 
Rep‑Uk. 2017;7:14272.

 19. Choe JY, Jung HJ, Park KY, et al. Anti‑fibrotic effect of thalidomide through 
inhibiting TGF‑β‑induced ERK1/2 pathways in bleomycin‑induced lung 
fibrosis in mice. Inflamm Res. 2010;59:177–88.

 20. Velden JLJV, Ye Y, Nolin JD, et al. JNK inhibition reduces lung remodeling 
and pulmonary fibrotic systemic markers. Clin Transl Med. 2016;5:36.

 21. Phillips JE, Peng R, Burns L, Harris P, Garrido R, Tyagi G, et al. Bleomycin 
induced lung fibrosis increases work of breathing in the mouse. Pulm 
Pharmacol Ther. 2012;25:281–5.

 22. Zhang L, Li Y, Liang C, Yang W. CCN5 overexpression inhibits profibrotic 
phenotypes via the PI3K/Akt signaling pathway in lung fibroblasts iso‑
lated from patients with idiopathic pulmonary fibrosis and in an in vivo 
model of lung fibrosis. Int J Mol Med. 2014;33:478–86.

 23. Li X, Zhang ZL, Wang HF. Fusaric acid (FA) protects heart failure induced 
by isoproterenol (ISP) in mice through fibrosis prevention via TGF‑beta1/
SMADs and PI3K/AKT signaling pathways. Biomed Pharmacother. 
2017;93:130–45.

 24. Pereira PR, Oliveira‑Junior MC, Mackenzie B, Chiovatto JE, Matos Y, Greiffo 
FR, et al. Exercise reduces lung fibrosis involving serotonin/Akt signaling. 
Med Sci Sports Exerc. 2017;48:1276–84.

 25. Han X, Wang SM. Deficiency of Psgl‑1 accelerates bleomycin (BLM)‑
induced lung fibrosis and inflammation in mice through activating PI3K/
AKT. Biochem Biophys Res Commun. 2017. https ://doi.org/10.1016/j.
bbrc.2017.03.003.

 26. Peng HY, Gao W, Chong FR, Liu HY, Zhang JI. Semaphorin 4A enhances 
lung fibrosis through activation of Akt via PlexinD1 receptor. J Biosci. 
2015;40:855–62.

 27. Reilly JT, Nash JR. Vitronectin (serum spreading factor): its localisation in 
normal and fibrotic tissue. J Clin Pathol. 1988;41:1269–72.

 28. Hazawa M, Yasuda T, Noshiro K, Saotome‑Nakamura A, Fukuzaki T, Michi‑
kawa Y, et al. Vitronectin improves cell survival after radiation injury in 
human umbilical vein endothelial cells. FEBS Open Bio. 2012;2:334–8.

 29. Rieken S, Habermehl D, Mohr A, Wuerth L, Lindel K, Weber K, et al. 
Targeting alphanubeta3 and alphanubeta5 inhibits photon‑induced 
hypermigration of malignant glioma cells. Radiat Oncol. 2011;6:132.

https://doi.org/10.1016/j.bbrc.2017.03.003
https://doi.org/10.1016/j.bbrc.2017.03.003


Page 12 of 12Shen et al. J Transl Med  (2018) 16:100 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your research ?  Choose BMC and benefit from: 

 30. Sano K, Asanuma‑Date K, Arisaka F, Hattori S, Ogawa H. Changes in gly‑
cosylation of vitronectin modulate multimerization and collagen binding 
during liver regeneration. Glycobiology. 2007;17:784–94.

 31. Schoppet M, Chavakis T, Al‑Fakhri N, Kanse SM, Preissner KT. Molecular 
interactions and functional interference between vitronectin and trans‑
forming growth factor‑beta. Lab Invest. 2002;82:37–46.

 32. Reed NI, Jo H, Chen C, Tsujino K, Arnold TD, DeGrado WF, Sheppard D. The 
alphavbeta1 integrin plays a critical in vivo role in tissue fibrosis. Sci Transl 
Med. 2015. https ://doi.org/10.1126/scitr anslm ed.aaa50 94.

 33. Schulz JN, Zeltz C, Sorensen IW, Barczyk M, Carracedo S, Hallinger R, 
et al. Reduced granulation tissue and wound strength in the absence of 
alpha11beta1 integrin. J Invest Dermatol. 2015;135:1435–44.

 34. Martin M, Lefaix JL, Pinton P, Crechet F, Daburon F. Temporal modulation 
of TGF‑beta 1 and beta‑actin gene expression in pig skin and muscular 
fibrosis after ionizing radiation. Radiat Res. 1993;134:63–70.

 35. Sun W, Ni X, Sun S, Cai L, Yu J, Wang J, et al. Adipose‑derived stem 
cells alleviate radiation‑induced muscular fibrosis by suppress‑
ing the expression of TGF‑beta1. Stem Cells Int. 2016. https ://doi.
org/10.1155/2016/56382 04.

 36. Kricker JA, Towne CL, Firth SM, Herington AC, Upton Z. Structural and 
functional evidence for the interaction of insulin‑like growth fac‑
tors (IGFs) and IGF binding proteins with vitronectin. Endocrinology. 
2003;144:2807–15.

 37. Scaffidi AK, Petrovic N, Moodley YP, Fogel‑Petrovic M, Kroeger KM, Seeber 
RM, et al. Alpha(v)beta(3) integrin interacts with the transforming growth 
factor beta (TGFbeta) type II receptor to potentiate the proliferative 

effects of TGFbeta1 in living human lung fibroblasts. J Biol Chem. 
2004;279:37726–33.

 38. Lygoe KA, Wall I, Stephens P, Lewis MP. Role of vitronectin and fibronectin 
receptors in oral mucosal and dermal myofibroblast differentiation. Biol 
Cell. 2007;99:601–14.

 39. Sun K‑H, Chang Y, Reed NI, Sheppard D. αSMA is an inconsistent marker of 
fibroblasts responsible for force dependent TGFβ activation or collagen 
production across multiple models of organ fibrosis. Am J Physiol. 2016. 
https ://doi.org/10.1152/ajplu ng.00350 .2015.

 40. Conte E, Fruciano M, Fagone E, Gili E, Caraci F, Iemmolo M, et al. Inhibition 
of PI3K prevents the proliferation and differentiation of human lung 
fibroblasts into myofibroblasts: the role of class I P110 isoforms. PLoS 
ONE. 2011. https ://doi.org/10.1371/journ al.pone.00246 63.

 41. Caraci F, Gili E, Calafiore M, Failla M, La Rosa C, Crimi N, et al. TGF‑beta1 
targets the GSK‑3beta/beta‑catenin pathway via ERK activation in the 
transition of human lung fibroblasts into myofibroblasts. Pharmacol Res. 
2008;57:274–82.

 42. Utsugi M, Dobashi K, Ishizuka T, Masubuchi K, Shimizu Y, Nakazawa T, Mori 
M. C‑Jun‑NH2‑terminal kinase mediates expression of connective tissue 
growth factor induced by transforming growth factor‑beta1 in human 
lung fibroblasts. Am J Respir Cell Mol Biol. 2003;28:754–61.

https://doi.org/10.1126/scitranslmed.aaa5094
https://doi.org/10.1155/2016/5638204
https://doi.org/10.1155/2016/5638204
https://doi.org/10.1152/ajplung.00350.2015
https://doi.org/10.1371/journal.pone.0024663

	The positive role of vitronectin in radiation induced lung toxicity: the in vitro and in vivo mechanism study
	Abstract 
	Background: 
	Methods: 
	Results: 
	Conclusions: 

	Background
	Methods
	Cell culture
	Irradiation
	Western blotting
	ELISA
	RNA extraction and quantitative real-time PCR
	Vector construction, lentivirus production and transduction
	In vivo study
	Immunohistochemical staining and fibrosis score
	Statistical analysis

	Results
	Expression level of VTN increased in fibroblasts after received irradiation
	VTN activated fibrosis regulatory pathways in WI-38 cells
	VTN regulated the expression levels of fibrosis-related genes in vivo
	VTN exacerbated fibrotic process in mouse lung

	Discussion
	Conclusions
	Authors’ contributions
	References




