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Following publication of the original article [1], we have 
been notified that one of the authors, Tianzhou Wu, 
was not marked as one of the authors who contributed 
equally to the work. Also, authors Xin Chen and Jun Li 
should be mentioned as corresponding authors.

We have also been notified that affiliations 2 and 3 
should be modified. They should be as follows:

2 State Key Laboratory for Diagnosis and Treatment 
of Infectious Diseases, National Clinical Research 
Center for Infectious Diseases, National Medical 
Center for Infectious Diseases, Collaborative Inno-
vation Center for Diagnosis and Treatment of Infec-

tious Diseases, The First Affiliated Hospital, Zhejiang 
University School of Medicine, Hangzhou, China.

3 Key Laboratory for Critical Care Medicine, Mul-
tidisciplinary Collaborative Innovation Team for 
Diagnosis and Treatment of Critical Care Medicine, 
Taizhou Central Hospital (Taizhou University Hospi-
tal), Taizhou, China.
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The original article can be found online at https://​doi.​org/​10.​1186/​s12967-​
022-​03320-y.
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