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Abstract 

Background Preeclampsia (PE) is a leading cause of maternal and perinatal mortality and morbidity worldwide, 
but effective early prediction remains a challenge due to the lack of reliable biomarkers.

Methods Based on the extensive human biobank of our large‑scale assisted reproductive cohort platform, the first‑
trimester serum levels of 48 cytokines, total immunoglobulins (Igs), anti‑phosphatidylserine (aPS) antibodies, and sev‑
eral previously reported PE biomarkers [including placental growth factor (PlGF), soluble fms‑like tyrosine kinase‑1 
(sFlt‑1), and activin A] were measured in 34 women diagnosed with PE and 34 matched normotensive controls.

Results The PE group has significantly higher first‑trimester serum levels of interleukin (IL)‑2Rα, IL‑9, tumor necrosis 
factor‑β (TNF‑β), RANTES, hepatocyte growth factor (HGF), total IgM, and total IgG, and aPS IgG optical density (OD) 
value, as well as lower first‑trimester serum levels of PlGF and total IgA and aPS‑IgG immune complexes (IC) OD 
value than the control group. Combining top five first‑trimester serum biomarkers (total IgM, total IgG, PlGF, aPS IgG, 
and total IgA) achieved superior predictive value [area under the curve (AUC) and 95% confidence interval (CI) 0.983 
(0.952–1.000), with a sensitivity of 100% and a specificity of 94.1%] for PE development compared to PlGF and PlGF/
sFlt‑1 independently [AUC and 95% CI 0.825 (0.726–0.924) and 0.670 (0.539–0.800), respectively].

Conclusion We identified novel first‑trimester serum biomarkers and developed an effective first‑trimester predic‑
tion model using immune‑related factors and PlGF for PE, which could facilitate the development of early diagnostic 
strategies and provide immunological insight into the further mechanistic exploration of PE.
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Introduction
Preeclampsia (PE) is a pregnancy-specific disease 
characterized by the de novo development of concurrent 
high blood pressure (≥ 140/90 mm Hg) and proteinuria 
(≥ 300  mg/L per 24  h) or other organ damage after 
20 weeks of gestation. This condition affects 2–8% of 
pregnancies and is a major contributor to maternal and 
perinatal morbidity and mortality worldwide [1, 2]. 
However, clinical intervention for PE remains limited to 
passive, symptomatic treatment after symptom onset, 
with delivery as the sole definitive treatment. Notably, 
most maternal deaths are preventable and often result 
from missed or delayed diagnoses, underlining the need 
for early identification and intervention in PE cases [3]. 
Although low-dose aspirin utilization starting before 
16 weeks of gestation could prevent the development 
of PE to some extent [4, 5], effective measures for early 
prediction of PE are still lacking; thus, numerous patients 
have missed golden opportunities for early intervention, 
which is largely due to the intricate admixture nature 
of this disease and a lack of effective first-trimester 
biomarkers.

Recent studies have supported the immune 
maladaptation hypothesis as the etiology of PE [6]. 
Dysregulated immune cells, such as regulatory T cells, 
macrophages, NK cells, and neutrophils, induce placental 
dysfunction, which is a “seed” of preeclampsia [7–9]. 
Previous studies have suggested that women conceiving 
through donor oocytes, intracytoplasmic single sperm 
injection, or with different partners are at higher risk of 
PE, implying an autoimmune mechanism underlying 
PE pathogenesis [9–11]. However, it remains unclear 
whether immune-related factors are dysregulated in 
the first-trimester serum of patients with preeclampsia 
and whether these factors hold promise as predictive 
biomarkers for this condition.

Our group previously demonstrated dysregulated 
cytokine profiles in women diagnosed with pregnancy-
induced hypertension (PIH) as early as the first trimester, 
findings implying that several cytokines could be 
informative biomarkers for the early prediction of PIH 
[12]. Moreover, a meta-analysis of large cohort studies 
showed that among the primary clinical risk factors for 
PE, antiphospholipid antibody syndrome had the highest 
pooled PE rate [13]. Antiphospholipid antibodies have 
been reported to participate in multiple PE development 
processes, including placental microthrombogenesis [14], 
decidual acute atherosis [15], placental mitochondrial 
reactive oxygen species (ROS) production [16], and 
aberrant cell death with necrotic trophoblast debris 
release [17]. Antiphosphatidylserine/prothrombin 
antibodies (aPS/PT) are the most common type of 
antiphospholipid antibody in the serum of women 

developing PE [18, 19]. Furthermore, the presence of 
aPS/PT IgM has been suggested as a risk factor for 
endothelial dysfunction in women with PE [18]. However, 
the predictive value of aPS antibodies in PE development 
has received relatively little attention in current research.

The identification of PE-related maternal circulating 
factors, including placental growth factor (PlGF), soluble 
fms-like tyrosine kinase-1 (sFlt-1, also known as soluble 
VEGFR-1), vascular endothelial growth factor (VEGF), 
and activin A, has facilitated the prediction and diagnosis 
of PE in the second and third trimesters of pregnancy 
[20]. However, the imbalance of these factors in maternal 
circulation, including a high sFlt-1:PlGF ratio, has limited 
capacity to accurately predict PE at an earlier stage 
[21]. With advances in PE screening, a single relevant 
indicator (e.g., PlGF) is no longer considered sufficient 
for predicting PE effectively due to the heterogeneity 
and complexity of this disease [22]. It has been suggested 
that the addition of PlGF to multivariable models 
might be useful in increasing predictive performance 
[23]. Typically, the Fetal Medicine Foundation (FMF) 
competing-risks model incorporates several maternal 
clinical characteristics, mean arterial blood pressure, 
uterine artery pulsatility index on ultrasonography, 
and maternal circulating PlGF levels at 11–13 weeks of 
gestation, facilitating the prediction of PE [24]. However, 
more immunologic or inflammatory-related biomarkers 
need to be explored to improve overall screening 
performance for PE.

In this study, we hypothesized that there may be 
dysregulated maternal serum cytokine profiles and 
autoimmune antibodies in the first trimester of pregnancy 
of PE patients compared to normotensive controls. 
Based on the human biobank of our large-scale assisted 
reproductive cohort platform, serum samples collected at 
11–13 weeks of gestation after in vitro fertilization (IVF) 
treatment, a high risk factor for PE [25], were subjected 
to profiling of 48 cytokines, autoimmune antibodies, and 
several previously reported PE biomarkers with the aim 
of identifying novel serum biomarkers and constructing 
an efficient predictive model for PE clinical management.

Materials and methods
Detailed methods are provided in the online-only 
Additional file 1: Detailed Methods.

Patients
We included 34 women aged 20–40 years who underwent 
their first cycles of IVF with or without intracytoplasmic 
sperm injection (ICSI) and achieved singleton delivery 
between January 2015 and March 2020 in both the PE 
group and control group. Ethical approval for the use 
and analysis of blood samples and data from patients 
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included in our study was obtained from the Institutional 
Ethical Committee of Medical Integration and Practice 
Center of Shandong University (Ethical Review No. 
SDULCLL2021-1-15). All participants provided 
informed written consent. Initially, a total of 25,976 
women who achieved singleton pregnancy were screened 
for eligibility (Fig.  1), and none of them underwent 
vanishing twins or reduction of twins. Preimplantation 
genetic test cycles, donor oocyte cycles, or frozen-thawed 
oocyte cycles were excluded from this study. Patients 
were excluded from the study if they were diagnosed with 
uterine malformation, recurrent miscarriage (defined as 
three or more previous spontaneous pregnancy losses), 
recurrent implantation failure (failure to achieve a clinical 
pregnancy after three fresh or frozen cycles with good 
quality embryos), chronic autoimmune disease (such as 
systemic lupus erythematosus, thyroid autoimmunity, 
or antiphospholipid syndrome), preconceptional 
hypertension, preconceptional diabetes mellitus, or other 
diseases that may affect the inflammatory and immune 
processes. Additionally, women without available first-
trimester serum samples were also excluded.

To reduce interference from other pregnancy 
complications, women who developed gestational 
diabetes mellitus (GDM), gestational hypertension, 
placental abruption, placenta previa, preterm rupture 
of membrane, and postpartum hemorrhage were also 
excluded. Blood samples of participants were collected 
at 11–13 gestational weeks after IVF treatment and 
subjected to serum preparation and storage in our 
extensive human biobank. The follow-up of pregnancy 
complications after IVF treatment were achieved basing 
on our large-scale assisted reproductive cohort platform.

The baseline characteristics of patients with available 
first-trimester serum samples were compared and 
matched using propensity score matching (PSM) 
approach to control for potential confounding bias. 
Maternal age, paternal age, body mass index, systolic 
pressure, diastolic pressure, preconceptional fasting 
glucose, gravidity, parity, diagnosis with polycystic ovary 
syndrome (PCOS), infertility cause, ovarian stimulation 
protocols, fertilization method, use of donor sperm, 
number of embryos transferred, embryo stage at transfer, 
endometrial thickness before embryo transfer, embryo 
transfer regimen, and embryo transfer time, which were 
weighted equally. The control group included 34 healthy 
women who were matched in a 1:1 ratio to the PE group 
based on the propensity score with a standard caliper 
width of 0.1. The study flow diagram is shown in Fig. 1.

PE was defined as a de novo development of 
concurrent high blood pressure (≥ 140/90 mm Hg) and 
proteinuria (≥ 300  mg/L per 24  h) or other maternal 
organ dysfunction, such as renal or liver involvement, 

neurological or hematological complications, or 
uteroplacental dysfunction (e.g. fetal growth restriction, 
abnormal umbilical artery Doppler waveform analysis, 
or stillbirth) [26]. PE was subclassified into early-onset 
PE (delivery at < 34 week’s gestation) and late-onset PE 
(delivery at ≥ 34 week’s gestation) [27].

Sample collection and measurement of candidate 
biomarkers
First-trimester serum samples were collected from a 
total of 34 women diagnosed with PE and 34 matched 
normotensive controls. The levels of 48 cytokines, 
total immunoglobulins (IgA, IgM, and IgG), aPS 
autoantibodies (including aPS IgA, aPS IgM, and aPS 
IgG), aPS immune complexes (including aPS-IgA IC, 
aPS-IgM IC, and aPS-IgG IC), as well as previously 
identified PE biomarkers such as placental growth factor 
(PlGF), soluble fms-like tyrosine kinase-1 (sFlt-1), and 
activin A were measured in these samples.

The measurement of candidate biomarkers was 
performed using the Bio-Plex Pro Human Cytokine 
Screening Panel, 48-plex (Bio-Rad, #12007283) for 
cytokine analysis, and enzyme-linked immunosorbent 
assays (ELISA) for specific biomarker quantification. 
Detailed information regarding the sample collection 
procedure and the specific methods employed for 
measuring the candidate biomarkers can be found in the 
online-only Additional file 1: Detailed Methods.

Statistical analysis
Statistical analysis was performed using SPSS 26.0 
for Mac (IBM, Armonk, NY, USA) and GraphPad 
Prism 9.0 (GraphPad Software, San Diego, CA, USA). 
For continuous variables, normality was tested by 
the graphical use of histograms, Q–Q plots, and the 
Shapiro‒Wilk test; and data were presented as the 
means ± standard deviations (for normally distributed 
data) or medians with interquartile range (for 
nonnormally distributed data). Continuous variables 
with normal distributions were analyzed by student’s test, 
and those with nonnormal distributions were compared 
by the Mann–Whitney U test. For paired comparisons, 
the Wilcoxon paired test was used to compare significant 
differences. Categorical variables were presented as 
counts (percentages) and were compared using either 
the chi-square analysis or Fisher’s exact test. P < 0.05 
were considered statistically significant, and cytokines 
with P < 0.05 were included in the Receiver Operating 
Characteristic (ROC) analysis. ROC curves were drawn 
to analyze the independent and combined values of 
specific cytokines and aPS antibodies in predicting PE.
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Fig. 1 Flow diagram depicting participant screening and enrollment process. IVF in vitro fertilization, APS antiphospholipid syndrome, BMI body 
mass index, GDM gestational diabetes mellitus, PE preeclampsia, PSM propensity score matching
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Results
Baseline characteristics and pregnancy outcomes 
of the participants
In this study, 34 women who developed PE after IVF 
treatment and 34 matched normotensive controls 
after IVF treatment were included in the analysis. The 
baseline characteristics, including maternal age, paternal 
age, body mass index, blood pressure, preconceptional 
fasting glucose and hormonal parameters, pregnancy 
history, infertility causes, cycle characteristics of ovarian 
stimulation, and embryo culture and transfer, were 
comparable between the two groups (Additional file  1: 
Table  S1).    The pregnancy outcomes are presented in 
Table 1. The risks of cesarean delivery (97.1% vs. 64.7%, 
P = 0.001) and preterm delivery (38.2% vs. 2.9%, P < 0.001) 
were higher in the PE group than in the control group. 
The PE group was associated with a lower birthweight 
[(3014.39 ± 962.27) g vs. (3419.12 ± 412.95) g, P = 0.031] 
and a higher rate of low birthweight of newborns (30.3% 
vs. 2.9%, P = 0.003) compared to the control group. 
There were no significant differences in the risks of 
macrosomia, small for gestational age (SGA), and large 
for gestational age (LGA) between these two groups.

Profiling of first‑trimester serum cytokines identified 
dysregulation of five cytokines associated with PE 
development
The serum levels of 46 factors in the PE and control 
groups are summarized in Table  2. Among the 46 
cytokines, five cytokines, including IL-2Rα, IL-9, TNF-
β, RANTES, and HGF, were higher in the PE group 
than in the control group. In addition, violin plots were 
generated for these five biomarkers (Fig. 2A).

The ROC curves for the five differentially expressed 
cytokines between the control and PE groups are shown 
in Fig.  3A. Serum levels of IL-2Rα (AUC: 0.660, 95% 
CI 0.529–0.790, P = 0.023), IL-9 (AUC: 0.631, 95% CI 

0.499–0.763, P = 0.037), TNF-β (AUC: 0.630, 95% CI 
0.497–0.762, P = 0.028), RANTES (AUC: 0.737, 95% CI 
0.619–0.855, P = 0.001), and HGF (AUC: 0.632, 95% CI 
0.497–0.767, P = 0.039) showed general predictive values 
for PE.

Screening of first‑trimester serum antibodies identified 
novel first‑trimester serum biomarkers for PE
To evaluate the association between first-trimester 
serum antibodies and the development of PE, serum 
concentrations of total IgA, IgM, and IgG, as well as 
the OD values at 450  nm of aPS antibodies and aPS 
antibody ICs, were measured, as shown in Table  3. The 
serum concentrations of total IgM [(40.50 ± 2.65) g/L vs. 
(32.98 ± 5.47) g/L, P < 0.001] and total IgG [(12.06 ± 1.10) 
g/L vs. (10.27 ± 1.30) g/L, P < 0.001] and the OD values 
at 450  nm of aPS IgG [0.33 (0.21, 0.42) vs. 0.19 (0.14, 
0.25), P < 0.001] were higher in the PE group than in the 
control group, while the PE group was also associated 
with a lower serum level of total IgA [(0.33 ± 0.09) g/L vs. 
(0.41 ± 0.06) g/L, P < 0.001] and the OD values at 450 nm 
of aPS-IgG IC [1.63 ± 0.28 vs. 1.77 ± 0.27, P = 0.035]. We 
also generated violin plots and ROC curves for serum 
levels of total IgA, IgM, and IgG, as well as aPS IgG 
and aPS-IgG IC, which are presented in Figs.  2B and 
3B, respectively. ROC curve analysis showed favorable 
predictive values for total IgA (AUC: 0.769, 95% CI 
0.654–0.885, P < 0.001), total IgM (AUC: 0.878, 95% CI 
0.786–0.969, P < 0.001), total IgG (AUC: 0.856, 95% CI 
0.767–0.946, P < 0.001), aPS IgG (AUC: 0.784, 95% CI 
0.675–0.893, P < 0.001), and aPS-IgG IC (AUC: 0.632, 
95% CI 0.498–0.765, P = 0.035). Of these, total IgM and 
total IgG had higher predictive values than PlGF (AUC: 
0.825, 95% CI 0.726–0.924, P < 0.001) (Fig.  3C), which 
provides new insights into the early prediction of women 
at high risk of PE.

The first‑trimester serum levels of PlGF and sFlt‑1 are 
closely associated with PE development
To explore whether the levels of previously reported 
PE serum biomarkers in the first-trimester serum differ 
between the PE and control groups in ART pregnancies, 
first-trimester serum levels of PlGF, sFlt-1, and Activin A 
were assayed by ELISA for our samples with subsequent 
calculation of the sFlt-1/PlGF ratio and evaluation of 
their association with the development of PE. In the 
first-trimester of pregnancy, serum levels of PlGF were 
significantly lower in the PE group than in the control 
group [32.41 (26.60, 38.95) pg/mL vs. 51.25 (37.97, 61.19), 
P < 0.001], while sFlt-1/PlGF was higher in the PE group 
than in the control group [204.94 (103.34, 342.52) vs. 
131.17 (81.74, 187.11), P = 0.016] (Fig. 2C and Additional 
file 1:  Table S2)

Table 1 Pregnancy outcomes of the participants

 PE preeclampsia, SGA small-for-gestation-age, LGA large-for-gestation-age

Characteristics Control (N = 34) PE (N = 34) P Value

Delivery mode‑no. (%) 0.001

 Vaginal delivery 12 (35.3%) 1 (2.9%)

 Cesarean delivery 22 (64.7%) 33 (97.1%)

Preterm delivery‑no. (%) 1 (2.9%) 13 (38.2%) < 0.001

Birthweight (g) 
‑Mean ± SD

3419.12 ± 412.95 3014.39 ± 962.27 0.031

Low birthweight‑no. (%) 1 (2.9%) 10 (30.3%) 0.003

Macrosomia‑no. (%) 2 (5.9%) 4 (12.1%) 0.427

SGA‑no. (%) 2 (5.9%) 5 (17.2%) 0.233

LGA‑no. (%) 8 (23.5%) 9 (31.0%) 0.504
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The ROC curve analysis revealed moderate predic-
tive values for PlGF (AUC: 0.825, 95% CI 0.726–0.924, 
P < 0.001) and low predictive values for sFlt-1/PlGF 
(AUC: 0.670, 95% CI 0.539–0.800, P = 0.011) (Fig. 3C).

Development of first‑trimester serum predictive models 
for PE using immune‑related factors and PlGF
Based on the predictive values of the above cytokines, 
autoimmune antibodies, and previously reported PE 
biomarkers, we selected the top five serum biomark-
ers (including total IgM, total IgG, PlGF, aPS IgG, and 
total IgA) according to the AUC area under the ROC 
curve and established combined predictive models, and 
the combinations of the first three, first four, and all five 

biomarkers yielded superior predictive values [AUC and 
95% CI 0.968 (0.920–1.000), 0.969 (0.922–1.000), and 
0.983 (0.952–1.000), respectively; sensitivities and spe-
cificities: 91.2% and 97.1%, 91.2% and 97.1%, 100% and 
94.1%, respectively] for PE development, surpassing the 
predictive value of any single biomarker (Fig. 3D–F and 
Additional file 1:   Table S3). These findings suggest that 
the combined analysis of serum autoimmune antibodies 
and PlGF can improve the predictive value for PE devel-
opment compared to PlGF alone.

Additionally, to explore whether the inclusion of early-
onset PE cases influence the credibility of our model, 
we have examined the predictive power of our model 
for predicting early-onset PE (N = 6) and late-onset PE 

Table 2 Cytokine profile in first‑trimester serum 

Data are presented as the mean ± standard deviation or median (interquartile range). P < 0.05 was considered statistically significant and indicated by an asterisk

IL-1β interleukin-1β, IL-1α interleukin-1α, IL-1ra interleukin-1ra, IL-2 interleukin-2, IL-2Rα interleukin-2Rα, IL-3 interleukin-3, IL-4 interleukin-4, IL-5 interleukin-5, 
IL-6 interleukin-6, IL-7 interleukin-7, IL-8 interleukin-8, IL-9 interleukin-9, IL-10 interleukin-10, IL-12 (p40) interleukin-12(p40), IL-12(p70) interleukin-12(p70), IL-
13 interleukin-13, IL-16 interleukin-16, IL-17 interleukin-17, IL-18 interleukin-18, IFN-α2 interferon-α2, IFN-γ interferon-γ, TNF-α tumor necrosis factor-α, TNF-β tumor 
necrosis factor-β, G-CSF granulocyte colony-stimulating factor, M-CSF macrophage colony-stimulating factor, GM-CSF granulocyte-macrophage colony-stimulating 
factor, LIF leukemia inhibitory factor, SCF stem cell factor, Eotaxin MIP-1α,macrophage inflammatory protein-1α, MIP-1β macrophage inflammatory protein-1β, FGF 
basic basic fibroblast growth factor, MCAF(MCP-1) monocyte chemoattractant activating factor or monocyte chemotactic protein-1, MCP-3 monocyte chemotactic 
protein-3, β-NGF nerve growth factor-β, SDF-1α stromal cell derived factor-1α, PDGFBB platelet-derived growth factor-BB, GRO-α growth related oncogene-α, 
HGF hepatocyte growth factor, IP-10 interferon inducible protein-10, CTACK cutaneous T-cell attracting chemokine, MIF mifepristone, MIG gamma-interferon-induced 
monokine, SCGF-β stem cell growth factor-β, TRAIL TNF-related apoptosis-inducing ligand

Cytokine (pg/mL) Control (N = 34) PE (N = 34) P value Cytokine (pg/mL) Control (N = 34) PE (N = 34) P value

IL‑1β 0.75 (0.59, 1.11) 0.86 (0.63, 1.50) 0.253 G‑CSF 399.98 (126.85, 
829.60)

255.96 (73.95, 
645.37)

0.204

IL‑1α 11.94 (10.44, 15.21) 12.55 (10.14, 15.83) 0.796 M‑CSF 1.81 (1.52, 1.94) 1.81 (1.60, 2.16) 0.383

IL‑1ra 182.92 (164.35, 
208.81)

196.10 (154.56, 
262.78)

0.689 GM‑CSF 0.83 (0.65, 1.15) 0.83 (0.65, 1.17) 0.995

IL‑2 1.77 (1.50, 1.91) 1.65 (1.53, 2.00) 0.692 LIF 17.93 (14.73, 23.11) 18.28 (15.45, 25.30) 0.745

*IL‑2Rα 3.5 ± 1.23 4.91 ± 3.26 0.023 SCF 13.54 (7.59, 27.51) 13.69 (9.56, 20.33) 0.787

IL‑3 0.72 (0.66, 0.85) 0.76 (0.66, 0.92) 0.692 Eotaxin 1.85 (1.32, 3.88) 1.94 (1.14, 4.31) 0.951

IL‑4 1.45 (1.21, 1.67) 1.29 (1.13, 1.60) 0.217 MIP‑1α 16.84 (4.05, 37.04) 8.53 (1.86, 40.02) 0.524

IL‑5 8.37 (7.80, 12.77) 8.37 (6.10, 11.69) 0.513 MIP‑1β 37.09 (25.71, 97.07) 43.37 (29.90, 96.30) 0.704

IL‑6 0.68 (0.60, 1.23) 0.65 (0.60, 0.95) 0.468 FGF Basic 15.45 ± 4.07 17.16 ± 4.23 0.095

IL‑7 6.63 (6.06, 7.74) 6.63 (6.06, 7.74) 0.488 MCP‑1 2.05 (1.83, 2.37) 2.05 (1.83, 2.82) 0.726

IL‑8 19.37 (2.26, 82.16) 8.76 (2.23, 49.89) 0.606 MCP‑3 1.22 (0.99, 1.53) 1.27 (0.99, 1.59) 0.990

*IL‑9 34.58 ± 12.42 43.42 ± 20.74 0.037 β‑NGF 1.77 ± 0.29 1.77 ± 0.23 0.946

IL‑10 3.09 (2.86, 3.32) 3.09 (2.86, 3.37) 0.588 *RANTES 303.17 ± 266.21 670.64 ± 511.61 0.001

IL‑12(p40) 26.22 (22.45, 30.84) 23.90 (20.11, 33.14) 0.416 SDF‑1α 60.77 (42.57, 107.66) 63.53 (46.01 ,112.12) 0.556

IL‑12(p70) 2.14 (2.06, 2.14) 2.08 (2.01, 2.14) 0.117 PDGF‑BB 50.17 (27.83, 236.28) 97.99 (39.05, 447.97) 0.262

IL‑13 1.08 (0.92, 1.12) 1.00 (0.92, 1.24) 0.650 GRO‑α 115.22 (105.73, 
133.88)

117.51 (108.15, 
134.90)

0.457

IL‑16 9.01 (6.93, 12.53) 10.13 (7.31, 21.04) 0.394 *HGF 233.76 ± 192.31 360.28 ± 292.57 0.039

IL‑17 3.51 (3.10, 4.29) 3.69 (3.10, 4.44) 0.681 IP‑10 15.23 (10.33, 23.44) 15.62 (11.06, 28.91) 0.447

IL‑18 2.00 (1.73, 2.56) 2.43 (1.82, 2.97) 0.152 CTACK 3.63 (3.28, 3.99) 3.55 (3.28, 3.99) 0.569

IFN‑α2 5.12 (4.50, 5.30) 4.74 (4.16, 5.66) 0.543 MIF 22.74 (12.12, 38.11) 32.20 (15.86, 88.95) 0.080

IFN‑γ 1.47 (1.28, 1.62) 1.56 (1.35, 1.74) 0.137 MIG 12.59 (8.69, 28.07) 15.91 (9.46, 31.45) 0.387

TNF‑α 7.43 ± 1.71 7.12 ± 1.35 0.419 SCGF‑β 3642.80 (1083.20, 
9553.74)

2012.10 (1009.60, 
7772.50)

0.528

* TNF‑β 24.9 ± 9.15 31.79 ± 15.33 0.029 TRAIL 1.96 (1.56, 3.01) 2.13 (1.67, 2.94) 0.361
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(N = 28), the AUCs and 95% CIs were 1.000 (1.000–1.000) 
and 1.000 (1.000–1.000), respectively, as illustrated 
in Additional file 1:  Fig. S1A and B) These data indicated 
that our model can robustly predict both early- and late-
onset PE. However, caution should be exercised in regard 
to this conclusion considered its nature as stratified 
analysis and the small sample size.

Discussion
Predicting preeclampsia in clinical practice remains 
challenging due to the lack of reliable first-trimester 
biomarkers. Although large biobanks and cohort 
platforms have facilitated research efforts, the 
identification of novel efficient biomarkers and evaluation 
of their clinical utility for early PE prediction are still 
warranted.

In this study, we observed significant differences in 
the serum levels of specific cytokines and autoimmune 
antibodies in women who developed PE and their 
normotensive controls during 11–13 weeks of gestation. 

The combined analysis of five significantly altered 
cytokines and antibodies, including PlGF, total IgA, 
total IgM, total IgG, and aPS IgG, achieved pronounced 
predictive values for PE. These findings indicate 
dysregulated immune-related cytokine and autoimmune 
antibody profiles in the first trimester serum of PE 
patients and suggest that the combined analysis of 
classical biomarkers such as PlGF and autoimmune 
antibodies can enhance the accuracy of early PE 
prediction.

PlGF, in addition to its involvement in the 
regulation of angiogenic/anti-angiogenic factors and 
inflammatory/anti-inflammatory mediators, also plays 
an immunomodulatory role during pregnancy [28, 29]. 
sFlt-1, primarily produced by syncytiotrophoblasts, is a 
biomarker of syncytiotrophoblast stress. [30] Multiple 
clinical studies have demonstrated that the sFlt-1/PlGF 
ratio facilitates the prediction and diagnosis of PE [31]. 
However, the effectiveness of PlGF in predicting PE 
in women undergoing IVF treatment remains unclear 

Fig. 2 Violin plots illustrate significantly different first‑trimester serum biomarkers between the PE group and the normotensive control 
group. A Violin plots of five first‑trimester serum cytokines, including IL‑2Rα, IL‑9, TNF‑β, RANTES, and HGF, for the PE group (n = 34) 
and normotensive control group (n = 34). B Serum levels of five first‑trimester serum antibodies (total IgA, IgM, and IgG, aPS IgG, and aPS‑IgG 
IC) for the PE group (n = 34) and normotensive control group (n = 34). C Serum concentrations of PlGF and sFlt‑1/PlGF in the PE group (n = 34) 
and normotensive control group (n = 34). Data are presented as the mean ± standard deviation or median (interquartile range). *P < 0.05; ** P < 0.01; 
***P < 0.001. Ig immunoglobulin, IC immune complex, IL-2Rα interleukin‑2Rα, IL-9 interleukin‑9, TNF-β tumor necrosis factor‑β, HGF hepatocyte 
growth factor, aPS anti‑phosphatidylserine, PlGF placental growth factor, sFlt-1 soluble fms‑like tyrosine kinase 1
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and warrants further investigation. Previous studies 
demonstrated that the sFlt-1/PlGF ratio achieved a 
higher predictive value for PE in mid-to-late pregnancy 
than either PlGF or sFlt-1 alone [31]. However, our 
study showed a higher predictive value for PlGF alone 
compared to the sFlt-1/PlGF ratio in early pregnancy. 
This may be due to syncytiotrophoblast stress and 
subsequent maternal endothelial dysfunction occurring 
after 13 weeks of gestation in middle or late pregnancy.

It is well established that the development of PE is 
closely associated with defective trophoblast invasion 
in early pregnancy [32]. Cytokines are key regulators of 
trophoblast invasion and participate in the inflamma-
tory and immune regulation of PE development [33–35]. 
However, the literature presents conflicting evidence 
regarding the use of serum cytokines as early predic-
tors of PE [36]. While some studies suggest potential 
utility of individual markers such as IL-8 [37], there is a 

Fig. 3 ROC curve evaluations of first‑trimester serum biomarkers for PE. A ROC curves for five first‑trimester serum cytokines: IL‑2Rα (AUC: 0.660, 
95% CI 0.529–0.790, P = 0.023), IL‑9 (AUC: 0.631, 95% CI 0.499–0.763, P = 0.037), TNF‑β (AUC: 0.630, 95% CI 0.497–0.762, P = 0.028), RANTES (AUC: 0.737, 
95% CI 0.619–0.855, P = 0.001), and HGF (AUC: 0.632, 95% CI 0.497–0.767, P = 0.039). B ROC curves for five first‑trimester serum antibodies: total IgA 
(AUC: 0.769, 95% CI 0.654–0.885, P < 0.001), total IgM (AUC: 0.878, 95% CI 0.786–0.969, P < 0.001), total IgG (AUC: 0.856, 95% CI 0.767–0.946, P < 0.001), 
aPS IgG (AUC: 0.784, 95% CI 0.675–0.893, P < 0.001), and aPS‑IgG IC (AUC: 0.632, 95% CI 0.498–0.765, P = 0.035). C ROC curves for PlGF (AUC: 0.825, 
95% CI 0.726–0.924, P < 0.001) and sFlt‑1/PlGF (AUC: 0.670, 95% CI 0.539‑0.800, P = 0.011). D The ROC curves for the combined analysis of the top 
three first‑trimester serum biomarkers (including total IgM, total IgG, and PlGF). E ROC curves for the combined analysis of the top four first‑trimester 
serum biomarkers total IgM, total IgG, PlGF, and aPS IgG). F ROC curves for the combined analysis of the top five first‑trimester serum biomarkers 
(total IgM, total IgG, PlGF, aPS IgG, and total IgA) achieved an exceptional predictive value [AUC and 95% CI 0.983 (0.952‑1.000), with a sensitivity 
of 100% and a specificity of 94.1%] for the development of PE. ROC receiver operating characteristic, AUC  area under the curve, CI confidence 
interval, IL-2Rα interleukin‑2Rα, IL-9 interleukin‑9, TNF-β tumor necrosis factor‑β, HGF hepatocyte growth factor, aPS anti‑phosphatidylserine, 
Ig immunoglobulin, IC immune complex, PlGF placental growth factor, sFlt-1 soluble fms‑like tyrosine kinase
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clear need to explore a broader range of cytokines for a 
more robust prediction of PE. Although RANTES [38] 
and HGF [39] have been reported to promote human 
trophoblast cell invasion, their predictive values for PE 
development have rarely been explored. Furthermore, 
the contribution of cytokines such as IL-2Rα, IL-9, and 
TNF-β, which are known to be involved in inflammatory 
and autoimmune diseases [40], to the pathogenesis of 
PE remain unknown. In our study, we found that these 
five cytokines (RANTES, IL-2Rα, HGF, IL-9, and TNF-β) 
were significantly altered as early as the first trimester in 
women who later developed PE, and each of them dem-
onstrated moderate predictive value. Further studies are 
needed to verify our findings and to identify additional 
candidate cytokines for early PE prediction.

Immune tolerance at the maternal-fetal interface is 
essential for establishing and maintaining a successful 
pregnancy [41]. It involves the interaction of placental 
cells with the maternal immune system, facilitating 
maternal-fetal immune dialogue [42]. It has been 
suggested that immune dysfunction can be identified 
before the clinical symptoms of PE manifest [37]; 
therefore, early detection of serum immunological 
markers for PE is of substantial clinical importance. 
Accumulating evidence suggests that IgA, IgM, and IgG 
play crucial roles in extensive immune responses. Serum 
levels of IgA, IgM, and IgG increase during the first 
trimester of pregnancy, highlighting the importance of 
Igs in the adaptive regulation of pregnancy [43].

Since immune dysregulation significantly contributes 
to hypertension disorders in pregnancy [44], many 
studies have investigated the relationship between IgA, 
IgM, and IgG expression and PE development. Research 

by Kestlerová et  al. demonstrated higher serum levels 
of IgA, IgM, and IgG in women diagnosed with PE at 
delivery [45]. Increased IgM levels were observed in 
the kidneys of women diagnosed with PE [46]. Our 
study revealed reduced serum levels of total IgA as well 
as elevated serum levels of total IgM and IgG in the PE 
group compared to the normotensive control group at 
11–13 weeks of gestation, which may be attributable to 
altered immune antibody expression. Previous studies 
have reported altered expression of autoantibodies, 
including angiotensin II type 1 receptor agonistic 
antibodies [47], anti-phospholipid antibodies [48], 
anticardiolipin antibodies [45], and aPS antibodies [18, 
19], in the third trimester in women who developed PE. 
In our study, women in the PE group exhibited elevated 
first-trimester aPS IgG serum levels, while no significant 
differences in aPS IgA and IgM serum levels were 
observed. Whether other autoantibodies play roles in the 
development of PE need to be further studied.

B cells are also involved in immunoregulation in PE. 
Upon activation, B cells produce antibodies and cytokines 
that interact with T cells to modulate immune responses 
[14, 49, 50]. Regulatory B cells may play crucial roles in 
PE pathogenesis by maintaining the balance of T-helper 
(Th)1/Th2 and Th17/regulatory T cells [51]. Several 
studies have examined B lymphocytes in the context 
of PE. Matthiesen et  al. found increased B lymphocyte 
serum levels in women who developed PE compared to 
normal pregnancies [52]. Liao et  al. reported elevated 
peripheral blood memory B lymphocytes and plasma 
cell precursors in PE [53]. Our study suggests that 
alterations in serum IgA, IgM, and IgG levels may be due 
to quantitative or functional changes in B lymphocytes. 
The role of B lymphocytes in PE requires further 
investigation.

Despite extensive research efforts, the early prediction 
of PE remains elusive. A recent study showed that 
circulating cell-free RNA can predict PE between 5 and 
16 weeks of gestation by establishing a logistic regression 
model that achieved an AUC of 0.99, with a sensitivity 
of 100% and a specificity of 85% [54]. Additionally, the 
study highlighted the significant contribution of the 
immune system to the observed changes in cell-free 
RNA in PE [54]. However, the technology involved in 
sample preparation, as well as the measurement and 
analysis of cell-free RNA, poses significant challenges 
[55]. Our study indicates that first-trimester autoimmune 
antibodies are altered in women diagnosed with PE, 
and the combined analysis of PlGF and autoimmune 
antibodies offers improved predictive values for PE. These 
findings underscore the potential role of autoimmune 
antibodies in the pathogenesis of PE, providing a cost-
effective and noninvasive approach to assess the risk of 

Table 3 Antibody profile in first‑trimester serum

Data are presented as the mean ± standard deviation and median (interquartile 
range). P < 0.05 was considered statistically significant and indicated by an 
asterisk

Ig immunoglobulin, aPS anti-phosphatidylserine, OD optical density, IC immune 
complex

Antibody (g/L) Control (N = 34) PE (N = 34) P value

Total Igs (g/L)

 *Total IgA 0.41 ± 0.06 0.33 ± 0.09 < 0.001

 *Total IgM 32.98 ± 5.47 40.50 ± 2.65 < 0.001

 *Total IgG 10.27 ± 1.30 12.06 ± 1.10 < 0.001

aPS Antibodies (OD values at 450 nm)

 aPS IgA 0.72 ± 0.17 0.71 ± 0.15 0.879

 aPS IgM 0.70 ± 0.21 0.71 ± 0.19 0.969

 *aPS IgG 0.19 (0.14, 0.25) 0.33 (0.21, 0.42) < 0.001

 aPS‑IgA IC 0.60 ± 0.18 0.57 ± 0.15 0.423

 aPS‑IgM IC 0.59 ± 0.21 0.60 ± 0.14 0.842

 *aPS‑IgG IC 1.63 ± 0.28 1.77 ± 0.27 0.035
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PE. This could contribute to the early identification and 
management of women at high risk of developing PE. 
However, there were still some limitations in our study. 
Firstly, the small sample size, the retrospective nature of 
the study, and the lack of clinical validation necessitate 
future prospective studies with larger sample sizes to 
confirm our findings. Secondly, only first-trimester 
serum levels of cytokines and autoantibodies were 
assessed; further studies are warranted to examine 
dynamic changes in serum cytokines and autoantibodies 
throughout pregnancy. Lastly, accurate estimation of 
PE onset time is vital for clinical classifications and 
decisions, ensuring timely monitoring and intervention. 
However, our study did not investigate the onset time 
of PE, highlighting the need for future researches in this 
area.

Conclusions
In conclusion, our findings reveal that in the first 
trimester of women who later developed PE, serum levels 
of cytokines, including HGF, IL-2Rα, IL-9, RANTES, and 
TNF-β, as well as autoimmune antibodies, such as total 
IgM, total IgG, and aPS IgG, were increased, while the 
level of total IgA antibody decreased. Furthermore, we 
observed lower serum levels of PlGF and a higher ratio 
of serum sFlt-1/PlGF in the PE group. Combined models 
incorporating serum PlGF and autoimmune antibodies 
(including total IgA, total IgM, total IgG, and aPS IgG) 
achieved high predictive values for PE.

Abbreviations
aPS  Anti‑phosphatidylserine
AUC   Area under the curve
CI  Confidence interval
ELISA  Enzyme‑linked immunosorbent assay
FMF  Fetal Medicine Foundation
HGF  Hepatocyte growth factor
LGA  Large for gestational age
IL‑2Rα  Interleukin‑2Rα
IL‑9  Interleukin‑9
IVF  In vitro fertilization
ICSI  Intracytoplasmic sperm injection
IC  Immune complex
Ig  Immunoglobulin
GDM  Gestational diabetes mellitus
OD  Optical density
PE  Preeclampsia
PIH  Pregnancy‑induced hypertension
PCOS  Polycystic ovary syndrome
PlGF  Placental growth factor
PSM  Propensity score matching
PT  Prothrombin antibodies
ROS  Reactive oxygen species
ROC  Receiver operating characteristic
SGA  Small for gestational age
sFlt‑1  Soluble fms‑like tyrosine kinase‑1
Th  T‑helper
TNF‑β  Tumor necrosis factor‑β
VEGF  Vascular endothelial growth factor

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s12967‑ 023‑ 04472‑1.

Additional file 1: Detailed Methods. Table S1. Baseline characteristics of 
the participants. Table S2. Classical serum biomarker levels in first‑trimes‑
ter serum of PE and normotensive controls. Table S3. ROC analysis of the 
predictive/diagnostic value of early pregnancy biomarkers for PE. Figure 
S1. The ROC curve for early‑ and late‑onset PE.

Acknowledgements
The authors thank the patients and staff of the Center for Reproductive 
Medicine of Shandong University for their cooperation and support.

Author contributions
YL and DMW conceived and designed the project; MXL, YN, and KYM 
performed the experiments; DMW collected the clinical serum samples and 
clinical information; MXL and YN analyzed the data and wrote the manuscript; 
Z‑JC, PCKL, DMW, and YL critically revised the manuscript. All authors have 
been involved in interpreting the data and approved the final version.

Funding
This work was supported by Grants from the National Key Research and 
Development Program of China (2022YFC2702400, 2022YFC2703502), the 
Basic Science Center Program of the National Natural Science Foundation 
of China (31988101), the National Natural Science Foundation of China 
(82101784, 82071718), the Natural Science Foundation of Shandong Province 
(ZR2020QH051), and the Young Scholars Program of Shandong University.

Availability of data and materials
The datasets used and/or analysed during the current study are available from 
the corresponding author on reasonable request.

Declarations

Ethics approval and consent to participate
The studies involving human participants were reviewed and approved by the 
Ethical Committee of Medical Integration and Practice Center of Shandong 
University (Ethical Review No. SDULCLL2021‑1‑15). The patients/participants 
provided written informed consent to participate in this study.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Received: 21 June 2023   Accepted: 27 August 2023

References
 1. Gestational Hypertension and Preeclampsia. ACOG Practice Bulletin Sum‑

mary, Number 222. Obstet Gynecol. 2020;135(6):1492–5. https:// doi. org/ 
10. 1097/ aog. 00000 00000 003892.

 2. Ives CW, Sinkey R, Rajapreyar I, Tita ATN, Oparil S. Preeclampsia‑patho‑
physiology and clinical presentations: JACC State‑of‑the‑art review. J Am 
Coll Cardiol. 2020;76(14):1690–702. https:// doi. org/ 10. 1016/j. jacc. 2020. 08. 
014.

 3. Petersen EE, Davis NL, Goodman D, Cox S, Mayes N, Johnston E, et al. Vital 
signs: pregnancy‑related deaths, United States, 2011–2015, and strategies 
for Prevention, 13 States, 2013–2017. MMWR Morb Mortal Wkly Rep. 
2019;68(18):423–9. https:// doi. org/ 10. 15585/ mmwr. mm681 8e1.

https://doi.org/10.1186/s12967-023-04472-1
https://doi.org/10.1186/s12967-023-04472-1
https://doi.org/10.1097/aog.0000000000003892
https://doi.org/10.1097/aog.0000000000003892
https://doi.org/10.1016/j.jacc.2020.08.014
https://doi.org/10.1016/j.jacc.2020.08.014
https://doi.org/10.15585/mmwr.mm6818e1


Page 11 of 12Liu et al. Journal of Translational Medicine          (2023) 21:634  

 4. Jim B, Karumanchi SA, Preeclampsia. Pathogenesis, prevention, and long‑
term complications. Semin Nephrol. 2017;37(4):386–97. https:// doi. org/ 
10. 1016/j. semne phrol. 2017. 05. 011.

 5. Rolnik DL, Nicolaides KH, Poon LC. Prevention of preeclampsia with 
aspirin. Am J Obstet Gynecol. 2022;226(2s):1108‑s1119. https:// doi. org/ 
10. 1016/j. ajog. 2020. 08. 045.

 6. Xia Y, Kellems RE. Is preeclampsia an autoimmune disease? Clin Immu‑
nol. 2009;133(1):1–12. https:// doi. org/ 10. 1016/j. clim. 2009. 05. 004.

 7. Redman CW, Sargent IL. Immunology of pre‑eclampsia. Am J Reprod 
Immunol. 2010;63(6):534–43. https:// doi. org/ 10. 1111/j. 1600‑ 0897. 2010. 
00831.x.

 8. Robertson SA, Care AS, Moldenhauer LM. Regulatory T cells in embryo 
implantation and the immune response to pregnancy. J Clin Invest. 
2018;128(10):4224–35. https:// doi. org/ 10. 1172/ jci12 2182.

 9. Robillard PY, Dekker G, Scioscia M, Saito S. Progress in the understand‑
ing of the pathophysiology of immunologic maladaptation related 
to early‑onset preeclampsia and metabolic syndrome related to 
late‑onset preeclampsia. Am J Obstet Gynecol. 2022;226(2s):867‑s875. 
https:// doi. org/ 10. 1016/j. ajog. 2021. 11. 019.

 10. Rambaldi MP, Weiner E, Mecacci F, Bar J, Petraglia F. Immunomodu‑
lation and preeclampsia. Best Pract Res Clin Obstet Gynaecol. 
2019;60:87–96. https:// doi. org/ 10. 1016/j. bpobg yn. 2019. 06. 005.

 11. Melchiorre K, Giorgione V, Thilaganathan B. The placenta and preec‑
lampsia: villain or victim? Am J Obstet Gynecol. 2021. https:// doi. org/ 
10. 1016/j. ajog. 2020. 10. 024.

 12. Lan X, Guo L, Zhu S, Cao Y, Niu Y, Han S, et al. First‑trimester serum 
cytokine profile in pregnancies conceived after assisted reproductive 
technology (ART) with subsequent pregnancy‑Induced Hypertension. 
Front Immunol. 2022;13: 930582. https:// doi. org/ 10. 3389/ fimmu. 2022. 
930582.

 13. Bartsch E, Medcalf KE, Park AL, Ray JG. Clinical risk factors for pre‑
eclampsia determined in early pregnancy: systematic review and 
meta‑analysis of large cohort studies. BMJ. 2016;353: i1753. https:// doi. 
org/ 10. 1136/ bmj. i1753.

 14. Perricone C, de Carolis C, Perricone R. Pregnancy and autoimmunity: 
a common problem. Best Pract Res Clin Rheumatol. 2012;26(1):47–60. 
https:// doi. org/ 10. 1016/j. berh. 2012. 01. 014.

 15. Staff AC, Fjeldstad HE, Fosheim IK, Moe K, Turowski G, Johnsen GM, 
et al. Failure of physiological transformation and spiral artery atherosis: 
their roles in preeclampsia. Am J Obstet Gynecol. 2022;226(2s):895‑
s906. https:// doi. org/ 10. 1016/j. ajog. 2020. 09. 026.

 16. Zussman R, Xu LY, Damani T, Groom KM, Chen Q, Seers B, et al. 
Antiphospholipid antibodies can specifically target placental mito‑
chondria and induce ROS production. J Autoimmun. 2020;111:102437. 
https:// doi. org/ 10. 1016/j. jaut. 2020. 102437.

 17. Viall CA, Chen Q, Liu B, Hickey A, Snowise S, Salmon JE, et al. Antiphos‑
pholipid antibodies internalised by human syncytiotrophoblast cause 
aberrant cell death and the release of necrotic trophoblast debris. J 
Autoimmun. 2013;47:45–57. https:// doi. org/ 10. 1016/j. jaut. 2013. 08. 005.

 18. Belmar Vega L, Fernández Fresnedo G, Irure Ventura J, Orallo Toural V, 
Vicario MH, San Millán JCR, et al. Non‑Criteria Antiphospholipid antibod‑
ies: risk factors for endothelial dysfunction in women with Pre‑Eclampsia. 
Life (Basel). 2020. https:// doi. org/ 10. 3390/ life1 01002 41.

 19. Canti V, Del Rosso S, Tonello M, Lucianò R, Hoxha A, Coletto LA, et al. 
Antiphosphatidylserine/prothrombin antibodies in antiphospholipid 
syndrome with intrauterine growth restriction and preeclampsia. J Rheu‑
matol. 2018;45(9):1263–72. https:// doi. org/ 10. 3899/ jrheum. 170751.

 20. Kar M. Role of biomarkers in early detection of preeclampsia. J Clin Diagn 
Res. 2014;8(4):Be01‑04. https:// doi. org/ 10. 7860/ jcdr/ 2014/ 7969. 4261.

 21. Montagnana M, Danese E, Lippi G, Fava C. Blood laboratory testing for 
early prediction of preeclampsia: chasing the finish line or at the starting 
blocks? Ann Med. 2017;49(3):240–53. https:// doi. org/ 10. 1080/ 07853 890. 
2016. 12553 50.

 22. Chaemsaithong P, Sahota DS, Poon LC. First trimester preeclampsia 
screening and prediction. Am J Obstet Gynecol. 2022;226(2s):S1071‑S97.
e2. https:// doi. org/ 10. 1016/j. ajog. 2020. 07. 020.

 23. Kleinrouweler CE, Wiegerinck MM, Ris‑Stalpers C, Bossuyt PM, van der 
Post JA, von Dadelszen P, et al. Accuracy of circulating placental growth 
factor, vascular endothelial growth factor, soluble fms‑like tyrosine kinase 
1 and soluble endoglin in the prediction of pre‑eclampsia: a systematic 

review and meta‑analysis. BJOG. 2012;119(7):778–87. https:// doi. org/ 10. 
1111/j. 1471‑ 0528. 2012. 03311.x.

 24. Dimitriadis E, Rolnik DL, Zhou W, Estrada‑Gutierrez G, Koga K, Francisco 
RPV, et al. Pre‑eclampsia. Nat Rev Dis Primers. 2023;9(1):8. https:// doi. org/ 
10. 1038/ s41572‑ 023‑ 00417‑6.

 25. Chih HJ, Elias FTS, Gaudet L, Velez MP. Assisted reproductive technology 
and hypertensive disorders of pregnancy: systematic review and meta‑
analyses. BMC Pregnancy Childbirth. 2021;21(1):449. https:// doi. org/ 10. 
1186/ s12884‑ 021‑ 03938‑8.

 26. Brown MA, Magee LA, Kenny LC, Karumanchi SA, McCarthy FP, Saito S, 
et al. Hypertensive Disorders of pregnancy: ISSHP classification, diagnosis, 
and Management Recommendations for International Practice. Hyper‑
tension. 2018;72(1):24–43. https:// doi. org/ 10. 1161/ HYPER TENSI ONAHA. 
117. 10803.

 27. Poon LC, Shennan A, Hyett JA, Kapur A, Hadar E, Divakar H, et al. The 
International Federation of Gynecology and Obstetrics (FIGO) initiative 
on pre‑eclampsia: a pragmatic guide for first‑trimester screening and pre‑
vention. Int J Gynaecol Obstet. 2019;145(1):1–33. https:// doi. org/ 10. 1002/ 
ijgo. 12802.

 28. Albonici L, Benvenuto M, Focaccetti C, Cifaldi L, Miele MT, Limana F, et al. 
PlGF immunological impact during pregnancy. Int J Mol Sci. 2020;21(22): 
8714. https:// doi. org/ 10. 3390/ ijms2 12287 14.

 29. Umapathy A, Chamley LW, James JL. Reconciling the distinct roles 
of angiogenic/anti‑angiogenic factors in the placenta and maternal 
circulation of normal and pathological pregnancies. Angiogenesis. 
2020;23(2):105–17. https:// doi. org/ 10. 1007/ s10456‑ 019‑ 09694‑w.

 30. Redman CWG, Staff AC, Roberts JM. Syncytiotrophoblast stress in 
preeclampsia: the convergence point for multiple pathways. Am J Obstet 
Gynecol. 2022;226(2s):907‑s927. https:// doi. org/ 10. 1016/j. ajog. 2020. 09. 
047.

 31. Verlohren S, Dröge LA. The diagnostic value of angiogenic and antian‑
giogenic factors in differential diagnosis of preeclampsia. Am J Obstet 
Gynecol. 2022;226(2s):1048‑s1058. https:// doi. org/ 10. 1016/j. ajog. 2020. 09. 
046.

 32. Li Y, Yan J, Chang HM, Chen ZJ, Leung PCK. Roles of TGF‑β Superfamily 
Proteins in Extravillous Trophoblast Invasion. Trends Endocrinol Metab. 
2021;32(3):170–89. https:// doi. org/ 10. 1016/j. tem. 2020. 12. 005.

 33. Sharma S, Godbole G, Modi D. Decidual control of trophoblast invasion. 
Am J Reprod Immunol. 2016;75(3):341–50. https:// doi. org/ 10. 1111/ aji. 
12466.

 34. Mauro AK, Khurshid N, Berdahl DM, Ampey AC, Adu D, Shah DM, et al. 
Cytokine concentrations direct endothelial function in pregnancy and 
preeclampsia. J Endocrinol. 2021;248(2):107–17. https:// doi. org/ 10. 1530/ 
joe‑ 20‑ 0397.

 35. Hosseini A, Dolati S, Hashemi V, Abdollahpour‑Alitappeh M, Yousefi M. 
Regulatory T and T helper 17 cells: their roles in preeclampsia. J Cell 
Physiol. 2018;233(9):6561–73. https:// doi. org/ 10. 1002/ jcp. 26604.

 36. Spence T, Allsopp PJ, Yeates AJ, Mulhern MS, Strain JJ, McSorley EM. 
Maternal serum cytokine concentrations in healthy pregnancy and 
Preeclampsia. J Pregnancy. 2021;2021: 6649608. https:// doi. org/ 10. 1155/ 
2021/ 66496 08.

 37. Salazar Garcia MD, Mobley Y, Henson J, Davies M, Skariah A, Dambaeva 
S, et al. Early pregnancy immune biomarkers in peripheral blood may 
predict preeclampsia. J Reprod Immunol. 2018;125:25–31. https:// doi. 
org/ 10. 1016/j. jri. 2017. 10. 048.

 38. Fujiwara H, Higuchi T, Sato Y, Nishioka Y, Zeng BX, Yoshioka S, et al. Regula‑
tion of human extravillous trophoblast function by membrane‑bound 
peptidases. Biochim Biophys Acta. 2005;1751(1):26–32. https:// doi. org/ 10. 
1016/j. bbapap. 2005. 04. 007.

 39. Li G, Wang Y, Cao G, Ma Y, Li YX, Zhao Y, et al. Hypoxic stress disrupts HGF/
Met signaling in human trophoblasts: implications for the pathogenesis 
of preeclampsia. J Biomed Sci. 2022;29(1):8. https:// doi. org/ 10. 1186/ 
s12929‑ 022‑ 00791‑5.

 40. Borish LC, Steinke JW. 2. Cytokines and chemokines. J Allergy Clin Immu‑
nol. 2003;111(2 Suppl):460–75. https:// doi. org/ 10. 1067/ mai. 2003. 108.

 41. Ander SE, Diamond MS, Coyne CB. Immune responses at the maternal‑
fetal interface. Sci Immunol. 2019;4(31): eaat6114. https:// doi. org/ 10. 
1126/ sciim munol. aat61 14.

 42. Burton GJ, Jauniaux E. What is the placenta? Am J Obstet Gynecol. 
2015;213(4 Suppl):S6.e1:S6‑8. https:// doi. org/ 10. 1016/j. ajog. 2015. 07. 050.

https://doi.org/10.1016/j.semnephrol.2017.05.011
https://doi.org/10.1016/j.semnephrol.2017.05.011
https://doi.org/10.1016/j.ajog.2020.08.045
https://doi.org/10.1016/j.ajog.2020.08.045
https://doi.org/10.1016/j.clim.2009.05.004
https://doi.org/10.1111/j.1600-0897.2010.00831.x
https://doi.org/10.1111/j.1600-0897.2010.00831.x
https://doi.org/10.1172/jci122182
https://doi.org/10.1016/j.ajog.2021.11.019
https://doi.org/10.1016/j.bpobgyn.2019.06.005
https://doi.org/10.1016/j.ajog.2020.10.024
https://doi.org/10.1016/j.ajog.2020.10.024
https://doi.org/10.3389/fimmu.2022.930582
https://doi.org/10.3389/fimmu.2022.930582
https://doi.org/10.1136/bmj.i1753
https://doi.org/10.1136/bmj.i1753
https://doi.org/10.1016/j.berh.2012.01.014
https://doi.org/10.1016/j.ajog.2020.09.026
https://doi.org/10.1016/j.jaut.2020.102437
https://doi.org/10.1016/j.jaut.2013.08.005
https://doi.org/10.3390/life10100241
https://doi.org/10.3899/jrheum.170751
https://doi.org/10.7860/jcdr/2014/7969.4261
https://doi.org/10.1080/07853890.2016.1255350
https://doi.org/10.1080/07853890.2016.1255350
https://doi.org/10.1016/j.ajog.2020.07.020
https://doi.org/10.1111/j.1471-0528.2012.03311.x
https://doi.org/10.1111/j.1471-0528.2012.03311.x
https://doi.org/10.1038/s41572-023-00417-6
https://doi.org/10.1038/s41572-023-00417-6
https://doi.org/10.1186/s12884-021-03938-8
https://doi.org/10.1186/s12884-021-03938-8
https://doi.org/10.1161/HYPERTENSIONAHA.117.10803
https://doi.org/10.1161/HYPERTENSIONAHA.117.10803
https://doi.org/10.1002/ijgo.12802
https://doi.org/10.1002/ijgo.12802
https://doi.org/10.3390/ijms21228714
https://doi.org/10.1007/s10456-019-09694-w
https://doi.org/10.1016/j.ajog.2020.09.047
https://doi.org/10.1016/j.ajog.2020.09.047
https://doi.org/10.1016/j.ajog.2020.09.046
https://doi.org/10.1016/j.ajog.2020.09.046
https://doi.org/10.1016/j.tem.2020.12.005
https://doi.org/10.1111/aji.12466
https://doi.org/10.1111/aji.12466
https://doi.org/10.1530/joe-20-0397
https://doi.org/10.1530/joe-20-0397
https://doi.org/10.1002/jcp.26604
https://doi.org/10.1155/2021/6649608
https://doi.org/10.1155/2021/6649608
https://doi.org/10.1016/j.jri.2017.10.048
https://doi.org/10.1016/j.jri.2017.10.048
https://doi.org/10.1016/j.bbapap.2005.04.007
https://doi.org/10.1016/j.bbapap.2005.04.007
https://doi.org/10.1186/s12929-022-00791-5
https://doi.org/10.1186/s12929-022-00791-5
https://doi.org/10.1067/mai.2003.108
https://doi.org/10.1126/sciimmunol.aat6114
https://doi.org/10.1126/sciimmunol.aat6114
https://doi.org/10.1016/j.ajog.2015.07.050


Page 12 of 12Liu et al. Journal of Translational Medicine          (2023) 21:634 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

 43. Ziegler KB, Muzzio DO, Matzner F, Bommer I, Ventimiglia MS, Malinow‑
sky K, et al. Human pregnancy is accompanied by modifications in B 
cell development and immunoglobulin profile. J Reprod Immunol. 
2018;129:40–7. https:// doi. org/ 10. 1016/j. jri. 2018. 07. 003.

 44. Jung E, Romero R, Yeo L, Gomez‑Lopez N, Chaemsaithong P, Jao‑
visidha A, et al. The etiology of preeclampsia. Am J Obstet Gynecol. 
2022;226(2s):844‑s866. https:// doi. org/ 10. 1016/j. ajog. 2021. 11. 1356.

 45. Kestlerová A, Feyereisl J, Frisová V, Měchurová A, Šůla K, Zima T, et al. 
Immunological and biochemical markers in preeclampsia. J Reprod 
Immunol. 2012;96(1–2):90–4. https:// doi. org/ 10. 1016/j. jri. 2012. 10. 002.

 46. Penning M, Chua JS, van Kooten C, Zandbergen M, Buurma A, Schutte J, 
et al. Classical complement pathway activation in the kidneys of women 
with Preeclampsia. Hypertension. 2015;66(1):117–25. https:// doi. org/ 10. 
1161/ hyper tensi onaha. 115. 05484.

 47. Civieri G, Iop L, Tona F. Antibodies against angiotensin II type 1 and 
endothelin 1 type a Receptors in Cardiovascular Pathologies. Int J Mol Sci. 
2022;23(2): 927. https:// doi. org/ 10. 3390/ ijms2 30209 27.

 48. Briones‑Garduño JC, Díaz de León‑Ponce M, Barrios‑Prieto E, Salazar‑
Exaire JD. [IgM antiphospholipical antibodies in preeclampsia‑eclampsia]. 
Cir Cir. 2003;71(6):449–54.

 49. Deer E, Herrock O, Campbell N, Cornelius D, Fitzgerald S, Amaral LM, 
et al. The role of immune cells and mediators in preeclampsia. Nat Rev 
Nephrol. 2023. https:// doi. org/ 10. 1038/ s41581‑ 022‑ 00670‑0.

 50. Luu VP, Vazquez MI, Zlotnik A. B cells participate in tolerance and autoim‑
munity through cytokine production. Autoimmunity. 2014;47(1):1–12. 
https:// doi. org/ 10. 3109/ 08916 934. 2013. 856006.

 51. Lu HQ, Hu R. The role of immunity in the pathogenesis and development 
of pre‑eclampsia. Scand J Immunol. 2019;90(5): e12756. https:// doi. org/ 
10. 1111/ sji. 12756.

 52. Matthiesen L, Berg G, Ernerudh J, Håkansson L. Lymphocyte subsets and 
mitogen stimulation of blood lymphocytes in preeclampsia. Am J Reprod 
Immunol. 1999;41(3):192–203. https:// doi. org/ 10. 1111/j. 1600‑ 0897. 1999. 
tb005 32.x.

 53. Liao AH, Liu LP, Ding WP, Zhang L. Functional changes of human 
peripheral B‑lymphocytes in pre‑eclampsia. Am J Reprod Immunol. 
2009;61(5):313–21. https:// doi. org/ 10. 1111/j. 1600‑ 0897. 2009. 00697.x.

 54. Moufarrej MN, Vorperian SK, Wong RJ, Campos AA, Quaintance CC, 
Sit RV, et al. Early prediction of preeclampsia in pregnancy with cell‑
free RNA. Nature. 2022;602(7898):689–94. https:// doi. org/ 10. 1038/ 
s41586‑ 022‑ 04410‑z.

 55. Cabús L, Lagarde J, Curado J, Lizano E, Pérez‑Boza J. Current challenges 
and best practices for cell‑free long RNA biomarker discovery. Biomark 
Res. 2022;10(1):62. https:// doi. org/ 10. 1186/ s40364‑ 022‑ 00409‑w.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in 
published maps and institutional affiliations.

https://doi.org/10.1016/j.jri.2018.07.003
https://doi.org/10.1016/j.ajog.2021.11.1356
https://doi.org/10.1016/j.jri.2012.10.002
https://doi.org/10.1161/hypertensionaha.115.05484
https://doi.org/10.1161/hypertensionaha.115.05484
https://doi.org/10.3390/ijms23020927
https://doi.org/10.1038/s41581-022-00670-0
https://doi.org/10.3109/08916934.2013.856006
https://doi.org/10.1111/sji.12756
https://doi.org/10.1111/sji.12756
https://doi.org/10.1111/j.1600-0897.1999.tb00532.x
https://doi.org/10.1111/j.1600-0897.1999.tb00532.x
https://doi.org/10.1111/j.1600-0897.2009.00697.x
https://doi.org/10.1038/s41586-022-04410-z
https://doi.org/10.1038/s41586-022-04410-z
https://doi.org/10.1186/s40364-022-00409-w

	Identification of novel first-trimester serum biomarkers for early prediction of preeclampsia
	Abstract 
	Background 
	Methods 
	Results 
	Conclusion 

	Introduction
	Materials and methods
	Patients
	Sample collection and measurement of candidate biomarkers
	Statistical analysis

	Results
	Baseline characteristics and pregnancy outcomes of the participants
	Profiling of first-trimester serum cytokines identified dysregulation of five cytokines associated with PE development
	Screening of first-trimester serum antibodies identified novel first-trimester serum biomarkers for PE
	The first-trimester serum levels of PlGF and sFlt-1 are closely associated with PE development
	Development of first-trimester serum predictive models for PE using immune-related factors and PlGF

	Discussion
	Conclusions

	Anchor 20
	Acknowledgements
	References


